
Supplementary Table S1: Quantification data of synaptic activities.

Table S1A: sEPSC

Time Genotype Frequency p-value Amplitude p-value Rise p-value Decay p-value

WT (n = 18） 4.24 ± 0.24 29.52 ± 1.37 2.81 ± 0.08 4.42 ± 0.37

Df(16)A+/-  (n =17) 4.57 ± 0.45 29.98 ± 1.74 2.67 ± 0.11 3.83 ± 0.21

WT (n = 17) 10.86 ± 0.25 33.83 ± 3.67 2.74 ± 0.09 5.88 ± 0.34 

Df(16)A+/-  (n =14) 11.56 ± 1.01 31.26 ± 3.28 2.78 ± 0.16 4.81 ± 0.37

Table S1B: mEPSC

Time Genotype Frequency p-value Amplitude p-value Rise p-value Decay p-value

WT (n = 17) 3.32 ± 0.44 19.99 ± 2.11 1.91 ± 0.15 2.46 ± 0.35

Df(16)A+/-  (n = 19) 2.75 ± 0.37 19.61 ± 2.44 2.19 ± 017 2.76 ± 0.29

WT (n = 7) 9.74 ± 2.79 19.32 ± 3.01 2.15 ± 0.25 2.98 ± 0.46 

Df(16)A+/-  (n = 8) 8.19 ± 1.81 17.78 ± 2.21 2.34 ± 0.19 1.96 ± 0.27

Table S1C: sIPSC

Time Genotype Frequency p-value Amplitude p-value Rise p-value Decay p-value

WT (n = 16) 0.33 ± 0.03 23.27 ± 1.95 4.33 ± 0.36 12.12 ± 0.63

Df(16)A+/- (n = 15) 0.49 ± 0.05 22.19 ± 1.64 4.65 ± 0.39 13.33 ± 0.79

WT (n = 17) 1.23 ± 0.18 31.16 ± 3.41 4.93 ± 0.49 11.84 ± 1.78

Df(16)A+/- (n = 17) 1.65 ± 0.16 28.96 ± 2.12 4.97 ± 0.46 13.43 ± 1.43

Table S1D: mIPSC

Time Genotype Frequency p-value Amplitude p-value Rise p-value Decay p-value

WT (n = 11) 0.29 ± 0.09 16.61 ± 1.64 2.09 ± 0.12 11.84 ± 1.19

Df(16)A+/-  (n = 12) 0.45 ± 0.12 15.42 ± 0.99 2.33 ± 0.11 13.49 ± 0.73

WT (n = 8） 1.08 ± 0.19 16.48 ± 0.86 2.02 ± 0.03 13.04 ± 0.46

Df(16)A+/- (n = 10) 1.31 ± 0.28 20.97 ± 1.28 2.06 ± 0.04 12.78 ± 0.63
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