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Supplemental Figure 2. Glycolysis and gluconeogenesis pathway (WP157). For
supplementary figures 2-11: a yellow color highlights the genes, which are
upregulated in TazKD group compared to WT controls; a purple color highlights the
genes, which are upregulated in BF-treated TazKD group compared to untreated
TazKD group; blue highlights the genes, which are downregulated in untreated
TazKD group, but upregulated in BF-treated TazKD group. Pathways are derived

from WikiPathways (http://www.wikipathways.org).



