Table S4: Results from selection analyses; Stat: both p (proportion of sites which match each
model of selection) and w (dn/ds ratio for the variable sites which fit into each model of

selection) for Purifying, Neutral and Positive, p-value — probability value for likelihood ratio test

statistic.
Organism Class Gene Stat Purifying Neutral Positive  p-value
Enterococcus
faecium ABC efrA p 0.753 0.039 0.208 1.000
w 0.379 1.000 1.000
efrB p 0.096 0.798 0.106 0.021
w 0.000 1.000 3.948
ABC msrC p 1.000 0.000 0.000 0.991
w 0.200 1.000 1.000
MFS efmA p 0.898 0.000 0.102 0.347
w 0.040 1.000 2.226
Staphylococcus
aureus ABC savl866 p 0.588 0.000 0.412 0.215
w 0.338 1.000 1.522
MATE mepA p 0.957 0.038 0.005 0.010
w 0.043 1.000 4.825
MFS ImrS p 0.065 0.459 0.476 0.000
w 0.000 1.000 4.628
mdeA p 0.959 0.017 0.024 1.000
w 0.024 1.000 1.000
norA p 0.818 0.000 0.182 0.000
w 0.423 1.000 3.767
norB p 0.940 0.040 0.020 0.000
w 0.039 1.000 1.000
norC p 0.920 0.048 0.032 1.000
w 0.012 1.000 1.000
sdrMm p 0.948 0.046 0.006 0.995
w 0.051 1.000 1.000
tet38 p 0.973 0.024 0.003 0.184
w 0.022 1.000 8.087
Klebsiella
pneumoniae Chaperone cusF p 0.142 0.644 0.214 1.000
w 0.054 1.000 1.000
RND- IM acrB p 0.994 0.000 0.006 0.220
w 0.000 1.000 3.304
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