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Supplementary Figure 1
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Suppl. Figure 1: Comparison of the neutralizing activity of mAb 3.1 and 1.12 expressed as different
isotypes. Neutralizing activity of the indicated antibody expressed as IgA1 (black open face) and IgG1
(black bold face) isotype against the indicated virus. While mAb 3.1 only neutralized viruses from
phylogenetic group A, mAb 1.12 neutralizes viruses from both phylogenetic groups. In some experiments,
IgA1l expressed in 293S cells (gray open face) was included, as well.
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Supplementary figure 2
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Suppl. Figure 2: Comparison of binding to recombinant HA from A/Puerto Rico/8/1934 (HIN1) by
ELISA. Binding of the indicated antibodies was assessed and detected with an appropriate HRPO-labeled
secondary antibody. No differences in binding could be detected for all antibodies used for this study. The
low plateau for IgA2 could be attributed to a poorer detection of IgA2 by the secondary antibody used.
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Suppl. Figure 3
A

Suppl. Figure 3: Reference free 2D class averages of HA bound to IgG1 (A) and IgA1 (B). The panels
used for Figure 4 are indicated by a white asterisk.

Maurer et al. Suppl. Material



100

%_

Patient 1

100

IgA

%_

Patient 1 tient
Monomeric { Dimeric

100

%_

Patient 2
IgA

100

IgA

%_

Patient 2. tient
Monomeric | Dimeric

1001

%%

Relative fluorescence (EU)

residues linkages
O Gal 6.8
® Man - a

A Fuc — A?j
B GIcNAC 2

[H oligomannose
[Jgalactosylated
H sialylated

[ * a(2,3)-linked]

[]other

> %
> %

L
Ml

O_
N A
%_ \/
£ 3
0 =
100
%- \
1gG1 N 4
0
10 13 16 19 22 25 28 31 34 37 40

Retention time (minutes)

Suppl. Figure 4: High-resolution UPLC traces of glycans released from the indicated antibody preparation
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