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Reviewer Comments to Author: 

Da Silva-Junior et al report on a reference genome assembly for the pink Ipe. The methodology is 

reasonable for the project and includes both assembly and annotation. The text is very thorough and 

clear. The main problem I have is not being able to access the data on NCBI. I can see two biosamples 

and a bioproject, but I cannot find the SRA records, the genome or the annotations. The biosample 

record page will usually have a link at the bottom to the SRA, but this is missing (both only link back to 

the bioproject). Further if you search by the taxonomic name of the tree through Entrez, the number of 

records for genome is 0 and for SRA is also 0. Possibly the authors are waiting for final release until this 

is published? But this definitely needs to be taken care of prior to publication.A few edits/questionsLines 

91-92 "beyond a relatively small numbers of microsatellites with their caveats for more sophisticated 

genetic analyses."Numbers should be number and also clarification of what the word caveats is referring 

to.Lines 112-113 - mention of other species being sequenced, but this isn't addressed in the results. 

Should remove from methods if these results are not addressed in this manuscriptLine 115 - Min should 

be MiniLine 123 - I'm not sure if "jump" is the official word or just jargon, maybe consider "fragment 

lengths of"Line 133 - mention of a "perl script" - this needs to be made available through github or 

somewhere elseLine 139 - same comment about "jumping" - I would consider changing to "mate 

pair"Line 402 - "showed" to something else, perhaps "illustrated"Line 432 - adequately doesn't really 

make sense in this sentence, perhaps removeLine 439 - The citation to Fig S6A doesn't make much 

sense, the text refers to blast results but the figure shows Gene ontology terms (and the figure is cited 

later in the GO section), maybe a supplemental figure is missing?Line 477 - Its not clear how the search 

for the genes was done (BLAST?) 
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