
Supplementary Data

Supplementary Table S1. List of the Thirty Most Highly Regulated Genes,

Both Aerobically and Anaerobically

Values shown are fold changes relative to the pre-CORM culture sampled at the time points shown.



SUPPLEMENTARY FIG. S1. CO release from
CORM-401 in 0.1 M KPi (pH 7.4) at 37�C or 20�C. As-
says were performed in the presence of excess dithionite
with myoglobin (20 lM) and 5 lM CORM-401. Under these
conditions, CORM-401 releases 2.4 mole equivalent of CO
with a t1/2 of 5 min. n = 3 – SEM.

SUPPLEMENTARY FIG. S2. TFInfer correlation profiles (coherence plots) showing TFs involved in the response
to CORM-401 versus CO gas in E. coli cells. The x-coordinate of each point is presented with error bars and represents the
profile difference between CORM-401 and CO treatments, computed as 1 minus the absolute Pearson correlation coefficient
between the two profiles; the y-coordinate represents the change in magnitude of the response, computed as the difference of
the norm of the two profiles. Data from aerobic (A, top) and anaerobic (B, bottom) conditions are shown. TFs whose
response is similar for both CORM-401 and CO gas, both in magnitude and kinetics, will be located near the origin of each
coherence plot in quadrant c, while TFs in quadrant b of each plot respond differently in both kinetics and amplitude. For
example, CpxR, both aerobically and anaerobically, has a similar response in terms of the shape of the profile, but different
magnitudes in (A) and (B), while ArcA (A) and ArgR (B) show similar magnitudes, but major differences in response
profiles. TF, transcription factor.
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SUPPLEMENTARY FIG. S3. Differential expression of genes, both aerobically and anaerobically, in response to
67 lM CORM-401, involved in (A) the respiratory chains, (B) osmoregulation, and (C) general stress responses,
metal ion stress, and cell envelope stress. Values within each cell are fold changes in transcript levels relative to the no-
CORM condition. The heat map (above) also quantifies the changes elicited in selected genes.



SUPPLEMENTARY FIG. S4. CORM-401 enhances the antimicrobial effects of cefotaxime and trimethoprim with
additive effects on growth and viability. In (A) and (B), bacterial growth was followed in Evans medium with glucose
until OD600nm *0.3 was reached. CORM-401 and antibiotics were then added to the cultures; OD readings and samples for
viability were taken at regular intervals. In (A) (cefotaxime) and (B) (trimethoprim), squares show control cultures,
triangles are antibiotic alone (1 lg ml-1), inverted triangles are CORM-401 alone (100 lM), and diamonds are antibiotic
and CORM combined. In (C) (cefotaxime) and (D) (trimethoprim), black columns show control cultures, diagonal hatched
bars are antibiotic alone (1 lg ml-1), horizontally striped bars are CORM-401 alone (100 lM), and open bars are antibiotic
and CORM combined. n = 3 – SD. *, p < 0.05 (T-test).


