Supplementary Table 2: The pairwise amino acid identity matrix of CuPV-1 with other
iflaviruses. Upper right values correspond to the % identity of RARP I-VIII conserved domains
(2743-3041 amino acid positions in CuPV-1) and lower left values correspond to the complete
polyprotein.

CuPV-1 SBV VDV-1 DWV [IFV  Hplv-35 LIV MV SBPV ArlV

CuPV-1 ook 33 29.5 28.8 237 57.2 349 324 308 34

SBV 20 ook 45.5 46.5 343 37.9 56.1 44.6 41 41.3
VDV-1 14.1 18.4 ook 95.8 353 31.5 458 519 484 47.8
DWV 13.8 18.6 952 kak 353 325 47.1 51.6 48.7 47.8

IFV 14.8 16 14.7 14.8  *#x* 24.1 327 33 33.7 353
HplV-35 38.4 24 16.5 16.9 159 ook 36.3 347 328 32.2
LIV 20.6 33.7 17.7 18 15.7 233 Rk 433 407 44.9
MV 14.5 176 264 263 154 16.8 15.8  ***  67.6 49
SBPV 15.2 16.9  26.7 269 155 17.1 16 455  x#* 44.6

ArlV 14.5 16.2 19.3 19.4 142 14.6 16.4 189 18 ook




