Table S1. Summary of the 127 targeted deafness genes.

Gene NS/S Inheritance MRNA Exon
ACTG1 NS AD NM_001199954.1 6
ALMS1 S AR NM_015120.4 23
ATP2B2 NS AR NM_001001331.2 23
BSND NS/S AR NM_057176.2 4
CACNA1D NS/S AR NM_000720.3 49
CCDC50 NS AD NM_178335.2 12
CDH23 NS/S AR NM 0221245, 70
CEACAM16 NS AD NM_001039213.3 7
CHD7 S AD NM_017780.3 38
CLDN14 NS AR NM 144492.2 3
CLRN1 NS/S AR NM 174878.2 3
COCH NS AD NM_001135058.1 11
COL11A1 S AR/AD  NM_001854.3 67
COL2A1 S AD NM_033150.2 53
COL4A3 S AR NM_000091.4 52
COL4A4 S AR NM_000092.4 48
COL4A5 S X-linked ~ NM_000495.4 51
COL9A1 S AR NM_001851.4 38
COL9A2 S AR NM_001852.3 32
CRYM NS AD NM _001888.4 10
DFNA5 NS AD NM_004403.2 10
DFNB31 NS/S AR NM_015404.3 12
DFNB59/PJVK NS AR NM _001042702.3 7
DIABLO NS AD NM_019887.5 7
DIAPH1 NS AD NM_005219.4 28
DIAPH3 NS AD NM_001258366.1 27
DLX5 S AD NM _005221.5 3
DSPP NS AD NM _014208.3 5
EDN3 S AD NM_207032.2 5
EDNRB S AD NM_000115.3 8
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NS: Non-Syndromic; S: Syndromic; AR: Autosomal Recessive; AD: Autosomal

Dominant; MT: Mitochondrial Inheritance



