Genetics and Molecular Biology

Supplementary Material to ""Genome-wide analysis of the
Glycerol-3-Phosphate Acyltransferase (GPAT) gene family reveals the
evolution and diversification of plant GPATs"

Dataset: 38 anatomical parts from data selection: OS_AFFY_RICE-7

Showing 17 measure(s) of 17 gene(s) on selection: OS-1
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Oryza sativa (38) # of samples
callus 73
sperm cell . 3
seedling 381
coleoptile . 4
leaf 2
root 10
radicle 10
inflorescence B 18
panicle 69
spikelet 10
floret 7
stamen 18
anther 45
pollen 24

pistil B 9
stigma B 8

ovary 17
panicle branch

caryopsis 58
embryo 95
endosperm 47
shoot 288
culm (stem) . 34
node 30
internode 3
parenchyma 6
peduncle 12
leaf 611
blade (lamina) 24
collar 4
sheath 7
flag leaf 298
blade (lamina) 10
collar 4
sheath 5
crown B 11
roots 251
root tip 11

created with GENEVESTIGATOR

Figure S6 - Microarray data analysis from Genevestigator showing expression pattern of GPATSs in anatomical parts of Oryza
sativa.



