Genetics and Molecular Biology

Supplementary Material to ""Genome-wide analysis of the Glycerol-3-Phosphate
Acyltransferase (GPAT) gene family reveals the evolution and diversification of plant
GPATs"

Dataset: 60 anatomical parts from data selection: ZM_mRNASeq_MAIZE_GL-11

Showing 17 measure(s) of 17 gene(s) on selection: ZM-3
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Zea mays (60) # of samples
mesophyll cell protoplast 2
bundle sheath cell 2
meiocyte .. 2
seedling 82
coleoptile 3
root B 3
radicle 72
maturation zone 14
cortex L] 11
stele 11
elongation zone B 11
radicle tip 11
tassel | 88
spikelet N 3
anther 8
pollen 4
ear 116
pistil B 2
style (silk) B 7
ovary 2
embryo sac B 4
nucellus B 2
caryopsis 589
embryo 45
plumule 34
endosperm 63
aleurone layer 3
central starchy endosperm 3
conducting zone B 3
basal endosperm transfer layer 3
embryo-surrounding region 3
pericarp 12
pedicel B 1
nucellus 1
placento-chalazal region . . 1
shoot B 103
internode B 30
foliar leaf B 108
juvenile leaf 310
blade (lamina) 30
adult leaf EEE o
blade (lamina) 65
blade (lamina) 12
sheath 2
ear shoot apex 1
husk leaf primordium 2
shoot apex 45
foliar leaf primordium 1
blade (lamina) B 1
roots Bl 31
primary root 6
root tip 5
elongation zone 3
maturation zone B 6
seminal root 3
root tip B . 2
crown root 10
root tip . .. 2
brace root B 3
stele 8

created with GENEVESTIGATOR

Figure S8 - Microarray data analysis from Genevestigator showing expression pattern of GPATs in anatomical parts of Zea mays.



