Supplementary Table 7: Disease-related genes

Autism

Gene Number

23
24
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27
28
29
30
31
32
33
34
35
36
37
38
39
40
41
42

Chromosome
16
9
17
19
17
7
X
3
19
3
20
20
16
21
2
3
10
20
22
1
5
22
X

v X

Gene ID
ENSG00000183044
ENSG00000165029
ENSG00000154263
ENSG00000064687
ENSG00000159640
ENSG00000087085
ENSG00000068366
ENSG00000136518
ENSG00000130402
ENSG00000243989
ENSG00000196839
ENSG00000149451
ENSG00000140873
ENSG00000197381
ENSG00000138031
ENSG00000173175
ENSG00000156110
ENSG00000101126
ENSG00000128271
ENSG00000121933
ENSG00000169252
ENSG00000239900
ENSG00000155966
ENSG00000281817
ENSG00000072364
ENSG00000157985
ENSG00000135439
ENSG00000186094
ENSG00000006530
ENSG00000187546
ENSG00000180772
ENSG00000126705
ENSG00000135541
ENSG00000127914
ENSG00000184254
ENSG00000112294
ENSG00000164904
ENSG00000088035
ENSG00000132965
ENSG00000116748
ENSG00000145020
ENSG00000145362
ENSG00000151150

Gene Name
ABAT
ABCA1l
ABCA10
ABCA7
ACE
ACHE
ACSL4
ACTL6A
ACTN4
ACY1
ADA

ADAM33

ADAMTS18
ADARB1
ADCY3
ADCY5
ADK
ADNP

ADORA2A

ADORA3
ADRB2
ADSL

AFF2
AFF4
AGAP1
AGAP2
AGBL4
AGK
AGMO
AGTR2
AHDC1
AHI1
AKAP9
ALDH1A3
ALDH5A1
ALDH7A1
ALG6
ALOX5AP
AMPD1
AMT
ANK2
ANK3
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44
45
46
47
48
49
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52
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55
56
57
58
59
60
61
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69
70
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79
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81
82
83
84
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88
89
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ENSG00000167522
ENSG00000185046
ENSG00000135046
ENSG00000182287
ENSG00000034053
ENSG00000134982
ENSG00000117362
ENSG00000142192
ENSG00000169083
ENSG00000187951
ENSG00000075884
ENSG00000138639
ENSG00000134909
ENSG00000004777
ENSG00000129675
ENSG00000131089
ENSG00000049618
ENSG00000172379
ENSG00000164291
ENSG00000004848
ENSG00000177981
ENSG00000116539
ENSG00000196433
ENSG00000130707
ENSG00000148219
ENSG00000141431
ENSG00000197548
ENSG00000206190
ENSG00000127249
ENSG00000105409
ENSG00000143153
ENSG00000157087
ENSG00000124406
ENSG00000088812
ENSG00000107518
ENSG00000085224
ENSG00000163635
ENSG00000158321
ENSG00000101200
ENSG00000166148
ENSG00000266074
ENSG00000175866
ENSG00000153064
ENSG00000179941
ENSG00000140463
ENSG00000064787
ENSG00000103507
ENSG00000119866

ANKRD11
ANKS1B
ANXA1
AP1S2
APBA2
APC
APH1A
APP
AR
ARHGAP11B
ARHGAP15
ARHGAP24
ARHGAP32
ARHGAP33
ARHGEF6
ARHGEF9
ARID1B
ARNT2
ARSK
ARX
ASBS8
ASH1L
ASMT
ASS1
ASTN2
ASXL3
ATG7
ATP10A
ATP13A4
ATP1A3
ATP1B1
ATP2B2
ATP8A1l
ATRN
ATRNL1
ATRX
ATXN7
AUTS2
AVP
AVPR1A
BAHCC1
BAIAP2
BANK1
BBS10
BBS4
BCAS1
BCKDK
BCL11A
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92
93
94
95
96
97
98
99
100
101
102
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109
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111
112
113
114
115
116
117
118
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121
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126
127
128
129
130
131
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134
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ENSG00000171791
ENSG00000116128
ENSG00000176697
ENSG00000165626
ENSG00000122870
ENSG00000136717
ENSG00000115760
ENSG00000157764
ENSG00000139618
ENSG00000078725
ENSG00000095564
ENSG00000124557
ENSG00000005379
ENSG00000158636
ENSG00000111678
ENSG00000167014
ENSG00000182326
ENSG00000143612
ENSG00000203685
ENSG00000168014
ENSG00000181744
ENSG00000224389
ENSG00000131686
ENSG00000141837
ENSG00000148408
ENSG00000151067
ENSG00000157388
ENSG00000198216
ENSG00000102001
ENSG00000006283
ENSG00000196557
ENSG00000100346
ENSG00000157445
ENSG00000165995
ENSG00000182985
ENSG00000175161
ENSG00000081803
ENSG00000152495
ENSG00000118200
ENSG00000171735
ENSG00000182472
ENSG00000135387
ENSG00000166734
ENSG00000127995
ENSG00000147044
ENSG00000160200
ENSG00000274276
ENSG00000141582

BCL2
BCL9
BDNF
BEND7
BICC1
BIN1
BIRC6
BRAF
BRCA2
BRINP1
BTAF1
BTN1A1
BZRAP1
Cl1orf30
C12o0rf57
C15o0rf43
C1S
Clorf43
Clorf95
c2cDp3
C3orf58
C4B
CA6
CACNAI1A
CACNA1B
CACNAI1C
CACNA1D
CACNA1E
CACNAILF
CACNAI1G
CACNA1H
CACNA1I
CACNA2D3
CACNB2
CADM1
CADM2
CADPS2
CAMK4
CAMSAP2
CAMTA1
CAPN12
CAPRIN1
CASC4
CASD1
CASK

CBS
CBX4
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139
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141
142
143
144
145
146
147
148
149
150
151
152
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156
157
158
159
160
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163
164
165
166
167
168
169
170
171
172
173
174
175
176
177
178
179
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182
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12
14
12

17

11
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16
16
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16
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22
18
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15
12
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15
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22
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15

16
15
19
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ENSG00000132024
ENSG00000135127
ENSG00000015133
ENSG00000123106
ENSG00000115484
ENSG00000186074
ENSG00000174059
ENSG00000004468
ENSG00000026508
ENSG00000102181
ENSG00000198752
ENSG00000179604
ENSG00000040731
ENSG00000140937
ENSG00000140945
ENSG00000129910
ENSG00000149654
ENSG00000150394
ENSG00000113100
ENSG00000008086
ENSG00000111276
ENSG00000099954
ENSG00000101489
ENSG00000140488
ENSG00000273025
ENSG00000198707
ENSG00000106477
ENSG00000128849
ENSG00000128965
ENSG00000173575
ENSG00000171316
ENSG00000100888
ENSG00000100288
ENSG00000083937
ENSG00000133019
ENSG00000101204
ENSG00000175344
ENSG00000160716
ENSG00000147432
ENSG00000135702
ENSG00000136425
ENSG00000079432
ENSG00000074054
ENSG00000011021
ENSG00000013297
ENSG00000182372
ENSG00000139182
ENSG00000070371

CC2D1A
CCDCe4
CCD(C88C
CCDC91
CCT4
CD300LF
CD34
CD38
CD44
CD99L2
CDC42BPB
CDC42EP4
CDH10
CDH11
CDH13
CDH15
CDH22
CDH8
CDHS
CDKL5
CDKN1B
CECR2
CELF4

CELF6
CEP290
CEP41
CGNL1
CHAC1
CHD2
CHD7
CHD8
CHKB
CHMP2B
CHRM3
CHRNA4
CHRNA7
CHRNB2
CHRNB3
CHSTS
CiB2
CIC
CLASP1
CLCN6
CLDN11
CLN8
CLSTN3
CLTCL1



185
186
187
188
189
190
191
192
193
194
195
196
197
198
199
200
201
202
203
204
205
206
207
208
209
210
211
212
213
214
215
216
217
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219
220
221
222
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224
225
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229
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ENSG00000153815
ENSG00000125107
ENSG00000088038
ENSG00000118432
ENSG00000188822
ENSG00000113805
ENSG00000144619
ENSG00000149972
ENSG00000134115
ENSG00000174469
ENSG00000106714
ENSG00000152910
ENSG00000155052
ENSG00000188517
ENSG00000093010
ENSG00000005339
ENSG00000106113
ENSG00000008405
ENSG00000009307
ENSG00000183117
ENSG00000141551
ENSG00000177613
ENSG00000102974
ENSG00000183230
ENSG00000168036
ENSG00000169862
ENSG00000077063
ENSG00000036257
ENSG00000044090
ENSG00000257923
ENSG00000168329
ENSG00000186810
ENSG00000273749
ENSG00000155833
ENSG00000160882
ENSG00000173406
ENSG00000134780
ENSG00000196730
ENSG00000070190
ENSG00000123454
ENSG00000100897
ENSG00000166847
ENSG00000043093
ENSG00000077279
ENSG00000132437
ENSG00000013573
ENSG00000215301
ENSG00000184735

CMIP
CNOT1
CNOT3
CNR1
CNR2
CNTN3
CNTN4
CNTN5
CNTN6
CNTNAP2
CNTNAP3
CNTNAP4
CNTNAPS
COL25A1
COMT
CREBBP
CRHR2
CRY1
CSDE1
CSMD1
CSNK1D
CSTF2T
CTCF
CTNNA3
CTNNB1
CTNND2
CTTNBP2
CuL3
CuL7
CuXx1
CX3CR1
CXCR3
CYFIP1
CYLC2
CYP11B1
DAB1
DAGLA
DAPK1
DAPP1
DBH
DCAF11
DCTNS
DCUN1D1
DCX
DDC
DDX11
DDX3X
DDX53



233
234
235
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237
238
239
240
241
242
243
244
245
246
247
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249
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256
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259
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ENSG00000177030
ENSG00000139726
ENSG00000100150
ENSG00000274588
ENSG00000149091
ENSG00000172893
ENSG00000067248
ENSG00000139734
ENSG00000160305
ENSG00000151240
ENSG00000162946
ENSG00000150764
ENSG00000075711
ENSG00000132535
ENSG00000170579
ENSG00000198010
ENSG00000116544
ENSG00000144355
ENSG00000115844
ENSG00000006377
ENSG00000198947
ENSG00000104936
ENSG00000104093
ENSG00000197653
ENSG00000039139
ENSG00000136770
ENSG00000205981
ENSG00000187957
ENSG00000087470
ENSG00000119772
ENSG00000150760
ENSG00000135905
ENSG00000128512
ENSG00000107099
ENSG00000175283
ENSG00000175497
ENSG00000197635
ENSG00000130226
ENSG00000188641
ENSG00000184845
ENSG00000149295
ENSG00000151577
ENSG00000069696
ENSG00000171587
ENSG00000151914
ENSG00000276023
ENSG00000149599
ENSG00000112679

DEAF1
DENR
DEPDC5
DGKK
DGKZ
DHCR7
DHX29
DIAPH3
DIP2A
DIP2C
DISC1
DIXDC1
DLG1
DLG4
DLGAP1
DLGAP2
DLGAP3
DLX1
DLX2
DLX6
DMD
DMPK
DMXL2
DNAH10
DNAHS5
DNAIC1
DNAJC19
DNER
DNM1L
DNMT3A
DOCK1
DOCK10
DOCK4
DOCKS8
DOLK
DPP10
DPP4
DPP6
DPYD
DRD1
DRD2
DRD3
DRD4
DSCAM
DST
DUSP14
DUSP15
DUSP22



281
282
283
284
285
286
287
288
289
290
201
292
293
294
295
296
297
298
299
300
301
302
303
304
305
306
307
308
309
310
311
312
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315
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325
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ENSG00000107404
ENSG00000161202
ENSG00000170788
ENSG00000133665
ENSG00000197102
ENSG00000077380
ENSG00000157540
ENSG00000101210
ENSG00000132294
ENSG00000122877
ENSG00000181090
ENSG00000130811
ENSG00000151247
ENSG00000148730
ENSG00000107105
ENSG00000196361
ENSG00000066322
ENSG00000109911
ENSG00000066629
ENSG00000164778
ENSG00000100393
ENSG00000183495
ENSG00000135999
ENSG00000080224
ENSG00000133216
ENSG00000106123
ENSG00000151491
ENSG00000112851
ENSG00000178568
ENSG00000157554
ENSG00000136541
ENSG00000091831
ENSG00000140009
ENSG00000119715
ENSG00000105379
ENSG00000180104
ENSG00000070367
ENSG00000138190
ENSG00000144036
ENSG00000182197
ENSG00000124491
ENSG00000117525
ENSG00000121769
ENSG00000164687
ENSG00000164434
ENSG00000147724
ENSG00000185448
ENSG00000137414

DVL1
DVL3
DYDC1
DYDC2
DYNC1H1
DYNC1I2
DYRK1A
EEF1A2
EFR3A
EGR2
EHMT1
EIF3G
EIFAE
EIFAEBP2
ELAVL2
ELAVL3
ELOVL1
ELP4
EML1
EN2
EP300
EP400
EPC2
EPHAG6
EPHB2
EPHB6
EPS8
ERBB2IP
ERBB4
ERG
ERMN
ESR1
ESR2
ESRRB
ETFB
EXOC3
EXOC5
EXOC6
EXOCeB
EXT1
F13A1
F3
FABP3
FABP5
FABP7
FAM135B
FAM47A
FAM8A1



329
330
331
332
333
334
335
336
337
338
339
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342
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344
345
346
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ENSG00000153789
ENSG00000198690
ENSG00000083857
ENSG00000166147
ENSG00000118564
ENSG00000141665
ENSG00000165355
ENSG00000163833
ENSG00000186431
ENSG00000181036
ENSG00000151422
ENSG00000128610
ENSG00000153266
ENSG00000171560
ENSG00000102302
ENSG00000174721
ENSG00000189283
ENSG00000102755
ENSG00000102081
ENSG00000086205
ENSG00000176165
ENSG00000114861
ENSG00000128573
ENSG00000183090
ENSG00000111816
ENSG00000169933
ENSG00000068438
ENSG00000188763
ENSG00000022355
ENSG00000011677
ENSG00000109158
ENSG00000186297
ENSG00000163288
ENSG00000166206
ENSG00000182256
ENSG00000268089
ENSG00000128683
ENSG00000099860
ENSG00000144278
ENSG00000158089
ENSG00000130005
ENSG00000261609
ENSG00000172020
ENSG00000148935
ENSG00000171766
ENSG00000119125
ENSG00000178795
ENSG00000146830

FAM92B
FAN1
FAT1
FBN1
FBXL5
FBXO15
FBXO33
FBXO40
FCAR
FCRL6
FER
FEZF1
FEZF2
FGA
FGD1
FGFBP3
FHIT
FLT1
FMR1
FOLH1
FOXG1
FOXP1
FOXP2
FREM3
FRK
FRMPDA4
FTSJ1
FZD9
GABRA1
GABRA3
GABRA4
GABRAS
GABRB1
GABRB3
GABRG3
GABRQ
GAD1
GADD45B
GALNT13
GALNT14
GAMT
GAN
GAP43
GAS2
GATM
GDA
GDPD4
GIGYF1



377
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382
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388
389
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392
393
394
395
396
397
398
399
400
401
402
403
404
405
406
407
408
409
410
411
412
413
414
415
416
417
418
419
420
421
422
423
424

ENSG00000204120
ENSG00000174332
ENSG00000124767
ENSG00000101958
ENSG00000182890
ENSG00000112312
ENSG00000156049
ENSG00000087460
ENSG00000185838
ENSG00000173230
ENSG00000076716
ENSG00000183098
ENSG00000115159
ENSG00000171723
ENSG00000020181
ENSG00000180269
ENSG00000170775
ENSG00000164604
ENSG00000158301
ENSG00000233276
ENSG00000125675
ENSG00000182771
ENSG00000152208
ENSG00000215045
ENSG00000164418
ENSG00000163873
ENSG00000149403
ENSG00000105737
ENSG00000176884
ENSG00000183454
ENSG00000273079
ENSG00000116032
ENSG00000155974
ENSG00000152822
ENSG00000124493
ENSG00000168959
ENSG00000196277
ENSG00000179603
ENSG00000126010
ENSG00000082701
ENSG00000148180
ENSG00000134184
ENSG00000263001
ENSG00000152402
ENSG00000172534
ENSG00000111727
ENSG00000164588
ENSG00000171720

GIGYF2
GLIS1
GLO1
GLRA2
GLUD2
GMNN
GNA14
GNAS
GNB1L
GOLGB1
GPC4
GPC6
GPD2
GPHN
GPR124
GPR139
GPR37
GPR85
GPRASP2
GPX1
GRIA3
GRID1
GRID2
GRID2IP
GRIK2
GRIK3
GRIK4
GRIK5
GRIN1
GRIN2A
GRIN2B
GRIN3B
GRIP1
GRM1
GRM4
GRM5
GRM7
GRM8
GRPR
GSK3B
GSN
GSTM1
GTF2I
GUCY1A2
HCFC1
HCFC2
HCN1
HDAC3



425
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428
429
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432
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434
435
436
437
438
439
440
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448
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452
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455
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457
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460
461
462
463
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ENSG00000068024
ENSG00000094631
ENSG00000138411
ENSG00000165478
ENSG00000128731
ENSG00000197409
ENSG00000278705
ENSG00000206503
ENSG00000234745
ENSG00000196126
ENSG00000205581
ENSG00000126945
ENSG00000152413
ENSG00000105991
ENSG00000120094
ENSG00000174775
ENSG00000249853
ENSG00000117594
ENSG00000135312
ENSG00000102468
ENSG00000166736
ENSG00000178084
ENSG00000148680
ENSG00000086758
ENSG00000157423
ENSG00000003147
ENSG00000111537
ENSG00000027697
ENSG00000167244
ENSG00000172349
ENSG00000112115
ENSG00000115590
ENSG00000169306
ENSG00000189108
ENSG00000136244
ENSG00000143621
ENSG00000184903
ENSG00000132849
ENSG00000151689
ENSG00000102786
ENSG00000124313
ENSG00000119669
ENSG00000115232
ENSG00000161638
ENSG00000259207
ENSG00000142856
ENSG00000139626
ENSG00000152969

HDAC4
HDAC6
HECW?2
HEPACAM
HERC2
HIST1H3D
HIST1H4B
HLA-A
HLA-B
HLA-DRB1
HMGN1
HNRNPH2
HOMER1
HOXA1
HOXB1
HRAS
HS3ST5
HSD11B1
HTR1B
HTR2A
HTR3A
HTR3C
HTR7
HUWE1
HYDIN
ICAl
IFNG
IFNGR1
IGF2
IL16
IL17A
IL1R2
ILIRAPL1
ILIRAPL2
IL6
ILF2
IMMP2L
INADL
INPP1
INTS6
IQSEC2
IRF2BPL
ITGA4
ITGAS
ITGB3
ITGB3BP
ITGB7
JAKMIP1



473
474
475
476
477
478
479
480
481
482
483
484
485
486
487
488
489
490
491
492
493
494
495
496
497
498
499
500
501
502
503
504
505
506
507
508
509
510
511
512
513
514
515
516
517
518
519
520

ENSG00000008083
ENSG00000171988
ENSG00000107104
ENSG00000114166
ENSG00000083168
ENSG00000167216
ENSG00000184408
ENSG00000177807
ENSG00000184185
ENSG00000157551
ENSG00000123700
ENSG00000156113
ENSG00000075043
ENSG00000184156
ENSG00000107147
ENSG00000164794
ENSG00000174943
ENSG00000127663
ENSG00000117139
ENSG00000126012
ENSG00000147050
ENSG00000132510
ENSG00000112232
ENSG00000131773
ENSG00000007202
ENSG00000134444
ENSG00000168116
ENSG00000050030
ENSG00000197892
ENSG00000168280
ENSG00000149571
ENSG00000157404
ENSG00000174996
ENSG00000117009
ENSG00000118058
ENSG00000055609
ENSG00000005483
ENSG00000118162
ENSG00000133703
ENSG00000111615
ENSG00000198910
ENSG00000101680
ENSG00000091136
ENSG00000050555
ENSG00000174697
ENSG00000104863
ENSG00000071282
ENSG00000142235

JARID2
JMJD1C
KANK1
KAT2B
KAT6A
KATNAL2
KCND2
KCNJ10
KCNJ12
KCNJ15
KCNJ2
KCNMA1
KCNQ2
KCNQ3
KCNT1
KCNV1
KCTD13
KDM4B
KDM5B
KDMS5C
KDM6A
KDM6B
KHDRBS2
KHDRBS3
KIAA0100
KIAA1468
KIAA1586
KIAA2022
KIF13B
KIF5C
KIRREL3
KIT
KLC2
KMO
KMT2A
KMT2C
KMT2E
KPTN
KRAS
KRR1
L1CAM
LAMA1
LAMB1
LAMC3
LEP
LIN7B
LMCD1
LMTK3



521
522
523
524
525
526
527
528
529
530
531
532
533
534
535
536
537
538
539
540
541
542
543
544
545
546
547
548
549
550
551
552
553
554
555
556
557
558
559
560
561
562
563
564
565
566
567
568

ENSG00000136944
ENSG00000175445
ENSG00000198589
ENSG00000165379
ENSG00000123384
ENSG00000081479
ENSG00000109771
ENSG00000138095
ENSG00000137269
ENSG00000033122
ENSG00000176018
ENSG00000099949
ENSG00000107816
ENSG00000172264
ENSG00000179222
ENSG00000254585
ENSG00000172005
ENSG00000189221
ENSG00000069535
ENSG00000078018
ENSG00000169032
ENSG00000100030
ENSG00000188130
ENSG00000102882
ENSG00000141639
ENSG00000008735
ENSG00000186868
ENSG00000019169
ENSG00000116141
ENSG00000007047
ENSG00000141644
ENSG00000071655
ENSG00000129071
ENSG00000204406
ENSG00000166987
ENSG00000125505
ENSG00000166603
ENSG00000171444
ENSG00000104738
ENSG00000100297
ENSG00000147316
ENSG00000139915
ENSG00000169057
ENSG00000184634
ENSG00000108510
ENSG00000123066
ENSG00000081189
ENSG00000157890

LMX1B
LPL
LRBA
LRFN5
LRP1
LRP2
LRP2BP
LRPPRC
LRRC1
LRRC7
LYSMD3
LZTR1
LZTS2
MACROD2
MAGED1
MAGEL2
MAL
MAOA
MAOB
MAP2
MAP2K1
MAPK1
MAPK12
MAPK3
MAPK4
MAPK8IP2
MAPT
MARCO
MARK1
MARK4
MBD1
MBD3
MBD4
MBD5
MBD6
MBOAT7
MC4R
MCC
MCM4
MCM5
MCPH1
MDGA2
MECP2
MED12
MED13
MED13L
MEF2C
MEGF11



569
570
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574
575
576
577
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579
580
581
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583
584
585
586
587
588
589
590
5901
592
593
594
595
596
597
598
599
600
601
602
603
604
605
606
607
608
609
610
611
612
613
614
615

ENSG00000105976
ENSG00000145388
ENSG00000235718
ENSG00000259159
ENSG00000101752
ENSG00000101871
ENSG00000125863
ENSG00000186260
ENSG00000070444
ENSG00000075643
ENSG00000196199
ENSG00000105926
ENSG00000135900
ENSG00000125901
ENSG00000147065
ENSG00000038945
ENSG00000188786
ENSG00000177000
ENSG00000198793
ENSG00000116984
ENSG00000128654
ENSG00000264424
ENSG00000041515
ENSG00000166866
ENSG00000197535
ENSG00000099331
ENSG00000177791
ENSG00000186487
ENSG00000164134
ENSG00000177694
ENSG00000166833
ENSG00000172915
ENSG00000061676
ENSG00000176771
ENSG00000167566
ENSG00000141027
ENSG00000185115
ENSG00000124479
ENSG00000128609
ENSG00000136521
ENSG00000277586
ENSG00000165973
ENSG00000067141
ENSG00000196712
ENSG00000162599
ENSG00000008441
ENSG00000188158
ENSG00000196290

MET
METTL14

MFRP
MiB1
MID1
MKKS
MKL2
MNT
MOCOS
MPHOSPHS8
MPP6
MRPL44
MRPS26
MSN
MSR1
MTF1
MTHFR
MTOR
MTR
MTX2
MYH4
MYO16
MYO1A
MYO5A
MYO9B
MYOzZ1
MYT1L
NAA15
NAALADL2
NAV2
NBEA
NCKAP1
NCKAPS
NCKAPSL
NCOR1
NDNL2
NDP
NDUFA5
NDUFB5
NEFL
NELL1
NEO1
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