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Figure S3: Selected features of the genomes of Methylophaga nitratireducenticrescens GP59 (CP021973) and JAM1 (CP003390).
First track (in blue): Specific traits. *: rRNA gene clusters (55-235-168S).

Second and third tracks (in black). Coding sequences (plus and minus strands)
Fourth track (red and green): Guanine and Cystosine (GC) content

Fifth track (magenta and olive): GC skew



