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Table S1. Accession numbers of the cloned catabolic gene sequences.

number protein Sequences Accession number

13 C230 C230 in Marinobacter N1 MG832594
14 C230 C230 in Marinobacter N2 MG832595
15 C230 OTUc230 1 MG832596
16 C230 OTUc230 2 MG832597

24 G120 G120 in Halomonas G29 MG836239
25 G120 G120 in Thalassospira G41 MG836240
26 G120 G120 in Thalassospira G42 MG836241
27 G120 OTUG1201 MG836242

28 G120 OTUg120 2 MG836243
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Figure S1. Relative expression levels of genes encoding RHD, C120, C230, P340, and G120
during phenanthrene degradation under different salinity. The transcript/gene ratios were
calculated for the microcosm incubation. Three independent experiments were performed (error
bars are not shown). A: Relative expression of genes encoding RHD; B: Relative expression of
genes encoding C120; C: Relative expression of genes encoding P340; D: Relative expression of
genes encoding C230; E: Relative expression of genes encoding G120.



