
Table S4. Tissue distribution profile of chickpea ARF genes according to the number of expressed 
sequence tags (ESTs) present in NCBI´s EST Database. 
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Gene Name Gene ID EST tissue Accession Genotype Reference

CaARF1 LOC101492112 root HO067475 RIL from the cross 
ICC4958xICC1882

[1]

CaARF1 LOC101492112 leaf FE670495 XJ-209 [2]

CaARF2 LOC101513952 leaf FE670500 XJ-209 [2]

CaARF3 LOC101501408 root GR403988 ICCV2 [3]

CaARF7 LOC101504978 leaf ES560336 Pusa-362 [4]

CaARF12 LOC101496441 leaf ES560336 Pusa-362 [4]

CaARF14 LOC101498188 shoot HO066200 ICC4958 [1]

CaARF14 LOC101498188 embryo JK709419 ICCV2 [5]

CaARF15 LOC101500671 leaf FE671045 XJ-209 [2]

CaARF15 LOC101500671 root GR403988 ICCV2 [3]

CaARF20 LOC101489666 root HO064721 ICC4958 [1]

CaARF23 LOC101505502 root HO064459 ICC4958 [1]

CaARF23 LOC101505502 root HO062185 ICC4958 [1]

CaARF23 LOC101505502 root GR399001 ICC4958 [3]


