A. ChiP-seq data of GM12878 cell line.

Table S3. Information of public data used in this study

protein ENCOI.)E protein ENCOI.)E
Accession Accession
PKNOX1 ENCFF869BJB USF1 ENCFF2810FW
BHLHE40 ENCFF431VZN EBF1 ENCFFO00VUS
ZNF143 ENCFFOOOWGJ SP1 ENCFFOO0OEL
CREB1 ENCFFOOONTW NFYB ENCFFO00VZX
ELF1 ENCFFOOONUX HCFCA1 ENCFF370WJQ
CHD2 ENCFFOOOVTS IKZF1 ENCFF648SPM
GABPA ENCFF249FIH USF2 ENCFFOO0WFU
CREM ENCFF500GPO NRF1 ENCFFOOOWAH
TBP ENCFFOOOWFG CTCF ENCFF389RQC
MLLT1 ENCFFO76TDR H3K4me3 ENCSRO00AKA
POL2A ENCFF865BUP H3K27ac ENCSRO00AKC
NBN ENCFF282JRK H3K27me3 ENCSRO00AKD
H3K4me1 ENCSRO00AKF H3K9me3 ENCSRO00AOX
H3K36me3 ENCSRO00AKE
B. ChlA-PET and Hi-C loop data of GM12878 cell line
sample GEO accession
CTCF ChlA-PET GSM1872886
POL2 ChIA-PET GSM1872887
Hi-C loop GSE63525
C. ChIP-seq data of U266 cell lines
. U266 (SRA . U266 (SRA
protein Accession) protein Accession)
H3K4me3 ERR324261 H3K36me3 ERR324288
H3K4me1 ERR324265 H3K27me3 ERR324301
H3K27ac ERR324308 H3K9me3 ERR324281
DP1 SRR3440074 E2F1 SRR3440075
D. Public data of K562 cell line
sample GEO accession sample GEO accession
DNase-C GSM1370434 FAIRE-seq GSM864340
DNase-seq GSM2400523 H3K9me3 GSM733776
POL2 ChIA-PET GSM970213 H3K27me3 GSM733658
CTCF ChIA-PET GSM970216 H3K27ac GSM733656
H3K4me1 GSM733692 H3K4me3 GSM2534288
H3K36me3 GSM733714




