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Supplemental Figure S3:
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Target Assay #

Sav1 Hs00560416_m1
Mst2 Hs00169491_m1
Ajuba Hs01036974_m1
CDH1 Hs01023894_m1
Celsr1 Hs00947712_m1
Scrib Hs01034944_m1
Vangl1 Hs01572998_m1
YAP Hs00902712_g1

CTGF Hs01026927_g1

AXL Hs01064444_m1
Whnt7b Hs00536497_m1
Plau Hs01547055 g1

Table S2: List of Tagman primers used



AXL PLISH probes

CTGF PLISH probes

L1:TAGCGCTAACAACTTACGTCGTTATGttcat
cgtcttcacagccac

L1:TTAGTAGGCGAACTTACGTCGTTATGtgct
tctctagectgcagga

R1:acctcgtgcagatggcaatc TTATACGTCGAGTT
GAACGTCGTAACA

R1:tgaccatgcacaggcggctcTTATACGTCGAGT
TGAACATAAGTGCG

L2:TAGCGCTAACAACTTACGTCGTTATGtggg
acacgaaggtctgatg

L2:TTAGTAGGCGAACTTACGTCGTTATGtgct
cctaaagccacacctt

R2:ccagcccaacatagccaggcTTATACGTCGAGT
TGAACGTCGTAACA

R2:ttctgctggtaccctcccacTTATACGTCGAGTTG
AACATAAGTGCG

L3: TAGCGCTAACAACTTACGTCGTTATGtcag
aagttgttgggctccc

L3:TTAGTAGGCGAACTTACGTCGTTATGtcc
cctttgcaaacaatctg

R3:ccatgggtgccaaactitccTTATACGTCGAGTTG
AACGTCGTAACA

R3:ctgccaaggacactgatgccTTATACGTCGAGT
TGAACATAAGTGCG

L4:TAGCGCTAACAACTTACGTCGTTATGtaag
aaggagaggggcaccc

L4 TTAGTAGGCGAACTTACGTCGTTATGag
gcttggagattttgggag

R4:gaggaggaagcaatgatagcTTATACGTCGAGT
TGAACGTCGTAACA

R4:ccagaaagctcaaacttgatTTATACGTCGAGTT
GAACATAAGTGCG

L5:TAGCGCTAACAACTTACGTCGTTATGtgag
gtgggcagatcacttg

L5:TTAGTAGGCGAACTTACGTCGTTATGaca
ggcaggtcagtgagcac

R5:atctcagcactttgggaggcTTATACGTCGAGTTG
AACGTCGTAACA

R5:tcctagetgtcactggggct TTATACGTCGAGTT
GAACATAAGTGCG

Table S3: PLISH probes targeting AXL and CTGF. Lowercase letters correspond to target
sequence on respective gene of interest. Uppercase letters correspond to conserved sequence

used to bind connecting bridges.






