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Figure S1: Identification of TS genes among 651 survival genes. (A) Venn diagram showing 
the overlap of the 651 putative survival genes we identified in 12 genome-wide shRNAs screens 
with a list of 637 putative tumor suppressors (http://bioinfo.mc.vanderbilt.edu/TSGene). (B) A 
list of the 17 genes that are putative tumor suppressors and were identified in our lethality screen. 
The genes are ranked first according to the number of lethality screens in which these genes were 
found to be survival genes, and second according to the average H score. Higher counts are 
indicated by darker colors. HCC, hepatocellular carcinoma. FASLG is also shown for 
comparison. [1], 1; [2], 2; [3], 3; [4], 4; [5], 5; [6], 6; [7], 7; [8], 8; [9], 9; [10], 10; [11], 11; [12], 12; 
[13], 13; [14], 14; [15], 15; [16], 16; [17], 17; [18], 18; [19], 19; [20], 20; [21], 21; [22], 22; [23], 23; [24], 
24; [25], 25; [26], 26; [27], 27; [28], 28; [29], 29; [30], 30; [31], 31; [32], 32; [33], 33. 
http://bioinfo.mc.vanderbilt.edu/TSGene 34.   
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Figure S2. Toxic shRNAs cause growth reduction in T98G, HCT116 and Hap1 cells. 
Percent cell confluency over time of T98G (A), HCT116 (B) and Hap1 (C) cells infected with 
shScr, shL3, and two shRNAs derived from each TS gene. The curves for cells infected with two 
independent shRNA for each TS gene and their specific ID number and respective growth 
reduction caused by each shRNA are shown in blue and green. Percent growth reduction values 
(as shown in Table 1) were calculated using STATA1C software when cells infected with shScr 
reached half maximal confluency as indicated by the red dotted line. Names of genes for which 
only one of the two shRNAs reduced growth more than 50% are shown in grey. 
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