5F9.h28BBz

ATGCTGCTGCTCGTGACATCTCTGCTGCTGTGCGAGCTGCCCCACCCCGCCTTTCTGCTGATCCCCGATATCGAGATCGTGATGACCCAGAGCCCCGCCACCCTGAGTGTGTCTCCAGGCGAAAGAGCCACCCTGTCCTG
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CAGAGCCAGCCAGAGCGTGTCCAGAAACCTGGCCTGGTATCAGCAGAAGCCCGGCCAGGCTCCCCGGCTGCTGATCTATGGCGCCAGCACAAGAGCCACAGGCATCCCCGCCAGATTTTCCGGCTCTGGCAGCGGCACCG
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g scFV 3

AGTTCACCCTGACAATCGGCAGCCTGCAGTCCGAGGACTTCGCCGTGTACTACTGCCAGCAGTACAAGACCTGGCCCCGGACCTTTGGCCAGGGCACCAACGTGGAAATCAAGGCCTCTGGCGGCGGAGGATCTGGGGGA
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GGCGGAAGCGGAGGCGGAGGAAGTGGCGGAGGGGGATCTGAACTGCAGGTGCAGCTGCAGCAGTGGGGAGCCGGACTGCTGAAGCCTAGCGAGACACTGAGCCTGACCTGCGCCGTGTTCGGCGGCAGCTTCAGCGGCTA
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CTACTGGTCCTGGATCAGACAGCCCCCTGGCAAGGGCCTGGAATGGATCGGCGAGATCAACCACCGGGGCAACACCAACGACAACCCCAGCCTGAAGTCCAGAGTGACCATCAGCGTGGACACCAGCAAGAACCAGTTCG
Y W S W | R 9 G K G L E W I G E I NHR GNTNDN § L K S5 R ¥ T i S ¥ B T & K N 'Q F

$ ScFV 3

CCCTGAAGCTGAGCAGCGTGACAGCCGCCGATACCGCCGTGTATTATTGCGCCAGAGAGCGGGGCTACACCTACGGCAACTTCGACCACTGGGGCCAGGGAACCCTCGTGACCGTGTCTAGCGAGCTCCTGAGCAACAGC
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ATCATGTACTTCAGCCACTTCGTGCCCGTGT lCTGCCCGCCAAGCCTACCACAACCCCTGCCCCTAGACCTCCTACCCCAGCCCCTACAATCGCCTCCCAGCCTCTGTCTCTGAGGCCCGAGGCTTGTAGACCTGCTGC
| MY F S H F V L2 A K T T T P A R T P A F T | A S Q L § L R E A C R A A
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TGGCGGAGCCGTGCACACCAGAGGACTGTTTTGGGTGCTGGTGGTCGTGGGCGGAGTGCTGGCCTGTTACAGCCTGCTCGTGACTGTGGCCTTCATCATCTTTTGGGTGCGCAGCAAGCGGAGCAGACTGCTGCACAGCG
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ACTACATGAACATGACCCCCAGACGGCCAGGCCCCACCAGAAAGCACTACCAGCCTTACGCCCCTCCCCGGGATTTCGCCGCCTACAGAAGCGGCAGAAAGAAGCTGCTGTACATCTTCAAGCAGCCCTTCATGCGGCCC
DY M NM T R R G T R K N Y ‘Q ¥. A R D F AAY R S GR K K L L Y I F K Q F M R

3 CD28 X 4-1BB 3

GTGCAGACCACCCAGGAAGAGGACGGCTGCTCCTGCAGATTCCCCGAGGAAGAAGAAGGCGGCTGCGAGCTGAGAGTGAAGTTCAGCAGATCCGCCGACGCCCCTGCCTATCAGCAGGGCCAGAACCAGCTGTACAACGA
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GCTGAACCTGGGCAGACGGGAAGAGTACGACGTGCTGGACAAGCGGAGAGGCAGGGACCCTGAGATGGGCGGAAAGCCCCAGAGAAGAAAGAACCCCCAGGAAGGCCTGTATAACGAACTGCAGAAAGACAAGATGGCCG
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AGGCCTACAGCGAGATCGGAATGAAGGGCGAGCGGAGAAGAGGCAAGGGACACGACGGCCTGTACCAGGGACTGAGCACCGCCACCAAGGACACCTACGACGCCCTGCACATGCAGGCCCTGCCCCCCAGATGATGA
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Supplementary Figure S4. 5F9.n28BBz sequence.




