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Supplementary Fig. 1. Kaplan-Meier survival curves according to the other meaningful factors associated with overall survivals. A: age
(<50 years vs. 250 years). B: extent of resection (STR vs. GTR vs. Bx). C: RPA class (lll vs. IV vs. V). D: methylation status of MGMT gene
promoter (methylated vs. unmethylated). STR, subtotal resection; GTR, gross total resection; Bx, biopsy; RPA, recursive partitioning analy-
sis; MGMT, O6-methyl guanine DNA methyltransferase.



