Gm12878_H3k27ac Gm12878_H3k27Tme3 Gm12878_H3k36me3 Gm12878_H3k4me1 Gm12878_H3k4me2 Gm12878_H3k4me3

o
J ] o] ] © i
© o T o T <+ T 3 o o T
5] | 51 5" ] 5+ 6™ ]
w @ (20 = (2 «

N T o T T ° ok T T T T T o T T T T T
-1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb
Distance to TSS Distance to TSS Distance to TSS Distance to TSS Distance to TSS Distance to TSS

Gm12878_H3k9%ac Gm12878_H3k9Ime3 Gm12878_H4k20me1 Gm12878_H3k79me2 Gm12878_H2A.Z

2 ] o © .

5 T T T o ] 5 < % 1 Mammalian
B 5 4 5~ ] B A B ] Primate
o @ o o @~ & o ] - owa

N T T T T o T T T T T T T T T Hominid
-1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb -1kb Obp 1kb
Distance to TSS Distance to TSS Distance to TSS Distance to TSS Distance to TSS

Supplemental Figure S16 Meta-profiles for histone modifications in GM 12878,

supplementary to that shown in Fig. 4. All the data was obtained from ENCODE
project.



