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Supplemental Figure S8 Putative false positives associated with pseudogenes and
poly(dA:dT) tracts in FANTOM 5 TSSs. (A) Percentages of FANTOM 5 TSSs of
GM12878 found in GRO-cap defined TSSs of GM12878 (from Core et al. 2014),
based on the FANTOM TSSs found only in primate lineages. A FANTOM TSS is
considered to be found in the GRO-cap dataset if it is within 100 bp of a GRO-cap
TSS. (B) Distribution of FANTOM 5 TSSs along the A/u consensus element before
and after filtering the suspicious TSSs.



