S1 Table. Sequences of oligonucleotides used in this study

S1A Table. Sequences of guide RNA and DNA repair templates

Target Guide RNA sequence | DNA repair template sequence (5’-3’)
(5°-3’)

Np hs2 UUUCCAGGAGAAUUUCAGUG CTTCTTCTAAGCAGTCTAGCCCATGTGTCCAAAGCCATCCAGT
TCCTGGTGCAAACCACCATGAAGCGCCTCTTGGCACATCGGT
CTCTCATTGAAATTCTCCTGGAAAGGAAGAGCATTGCCCAAG
A

Atp 1a1 CAUCCGAAGUGCUACAGAAG TCTGGGAGGCAACAGCGCTACCGTAACTACACAACTCACATC
ATCGTTTGGCGGTTCCTCCAGATCCTCTTCTGAGATGAGTTTT
TGTTCTGTAGCACTTCGGATGCCATAAGCCAGGAAACAAAGA
ATGGCCCCGATCCACAGTAA

L yn CAGACAUGGUGCCGGGCUUG TTTAGGAGGTGCAGTGCTTGAGTTCTCTGCTTTCTTTTGTCTG
CCCAGGTTACTATAACAACAGCACAAAGGTGGCTGTGAGGAC
ACTTAAGCCCGGCACCATGTCTGTGCAGGCATTCCTGGAAGA

Gt(ROSA) | ACUCCAGUCUUUCUAGAAGA | SA-Venus targeting vector

26Sor

S1B Table. PCR and sequencing primer and thermocycling conditions

Primer sequence (5’-3’) Conditions PCR
rounds

ﬁtg;tae Zj] rov: GAOGACGAOATOOTOCGOAT | ?98;%23? 53;0 gyglgss of | 1%
72°C-30s]: 72°C-3 min

,[4\\;\%31 fev: TCTCOTAGG TGAGTCOATITCT ?98;%23? ggéygloess of | 27
72°C-20s]: 72°C-3 min

'[“r;@ l‘i” fev: COTCCAGATCOTCTTCTOAGAT ?98;(%232; ggéygloess of | 2
72°C-20s]; 72°C-3 min

Nphs2 fev: TCOCCAGGOGANTGATGTCAG ?98;(%3532; 574 o0 'ng_f 2
72°C-20s]: 72°C-3 min

gé(; ?SA) fev: GOATTCOAAMAGGAAGCACOTT ?98;(%%'8”;; 518_ gyg";% ;);f 1

[nested] 72°C-90s]; 72°C-3 min

gé(; ?SA) rov: TOTOTGOGAAGTOTTETEO0TCR ?98;(%232; gg_ gyglzg ;);f 2

[WT] 72°C-20s]; 72°C-3 min

gé(; ?SA) fev: CAAGCTCAGAAGACCTTAGGTCAGGA. ?98;(%%'8”;; gfo gyglgss of |1

[transgene] 72°C-45s]; 72°C-3 min

Lyn fov: TOTCAGOAGACTOT AMTOOGA ?985" %32%2‘_; gf A 'Zg s_f 1
72°C-45s]: 72°C-3 min

Nphs2 fwd: AGACGCTGTCTGCTACTACCGC Sanger SequenC|ng NA

Lyn fwd: CTCCTTTAGGGGTACAGACT Sanger sequencing NA




