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Description of supplementary material
Supplementary File S1. The eigengene values in MILE and BCCA data useful for repro-
ducing the results.

Supplementary File S2. The BN structures.

Supplementary File S3. The predicted disease type for each of the BCCA and MILE sam-
ples.

Supplementary File S4. The confusion matrices and performance of individual models
obtained from subsampling.

Supplementary File S5. The details of library preparation and RNA-Seq analysis in the
BCCA dataset.

Supplementary File S6. The the eigengenes computed using the METABRIC breast cancer
datasets. The values of each eigengene is reported on one column. The vital status of the cases
is also included, where “d-d.s.” denotes “death due to the disease” and “a” denotes “alive”. The
predictions are on the last column.

Supplementary Table S1. Sensitivity analysis. Each column includes the result of a WGCNA
analysis on a fraction of 9,166 genes, which is indicated by the column names. The overlaps of
the original modules (rows) with the resulting modules is normalized by the size of the original
modules.

Supplementary Table S2. The list of genes that are associated with the breast cancer ac-
cording to the BN model. This gene module is the only parent of the Effect node.

Supplementary Note S1. Alternative approaches in Bayesian network analysis.


