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Supplementary File 4: The confusion matrices and performance of
individual models obtained from 5 subsamples.

Figure 1. Performance of model 1 on the MILE (training) dataset
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Figure 2. Performance of model 2 on the MILE (training) dataset

Figure 3. Performance of model 3 on the MILE (training) dataset
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Figure 4. Performance of model 4 on the MILE (training) dataset

Figure 5. Performance of model 5 on the MILE (training) dataset
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Figure 6. Performance of model 1 on the BCCA (test) dataset

Figure 7. Performance of model 2 on the BCCA (test) dataset
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Figure 8. Performance of model 3 on the BCCA (test) dataset

Figure 9. Performance of model 4 on the BCCA (test) dataset
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Figure 10. Performance of model 5 on the BCCA (test) dataset
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