
 

 

Supplemental Figure S2. Quantitative reverse transcription PCR (qPCR) analysis of select genes for 

baseline RNA samples from this study. The values represent the logRPKM values from the RNA-Seq 

result compared to –ΔCt values from the qPCR result. Regression lines in blue are presented for each KO. 

Positive correlations between RNAseq and qPCR were detected for all the tested KOs. 

 


