
Supplementary Figure 2: Plots of each genetic locus. The name of each SNP
is given in the title, along with the population it was found/plotted in: G, GERA
analysis, GG GERA+GLGC analysis. The circles in the plot indicate genotyped
SNPs, and the triangles imputed SNPs. The light blue line is the recombination
map, and corresponds to the y-axis on the right hand side of the plot. The color
scheme of each point identifies the correlation to the lead SNP at the locus (colorbar
on the left). The lead SNP is slightly larger, colored in magenta, and has a vertical
doted line going through it.
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