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Figure S1. Evaluation of pGEM3 DNA plasmid breakage in presence of H,O, concentrations.
DNA breakage is evaluated by the conversion of supercoiled to relaxed form of 250 ng of circular
pGEM3 DNA plasmid in presence of increasing concentration of H,O, (1, 10 and 100 pM). pGEM3
DNA plasmid breakage, evaluated by the conversion of supercoiled to relaxed plasmid DNA form is
observed only in the samples treated with H,O, 100 pM.
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Figure S2. Far-UV CD spectra of H1 histones in presence of increasing CuCl, concentrations.
Plot of far-UV CD spectra of sperm histones (2), its deguanidinated derivatives (1) and somatic H1
histones (3) in presence of increasing concentrations of CuCl; in the range from 0 to 10 uM.
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Figure S3. Plot of changes in secondary structure at increasing CuCl, concentrations. Box-plot representation of changes in secondary structure
estimation at increasing CuCl, concentrations of A) sperm H1 histones, B) deguanidinated derivatives H1 histones and C) somatic H1 histones. The
lines inside the boxes represent the medians. The boxes represent the first (Q1) and the third (Q3) quartiles, and the two whiskers represent the
minimum and the maximum values, except for outliers. Cross represent outliers. In black and red the o-helices regular (Hr) and distorted (Hd)
fractions, respectively, in green and blue the B-sheets regular (Sr) and distorted (Sd) fractions, respectively, in light blue the B-turn (Trn) fraction and in
pink the unordered (Unrd) fraction.
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Figure S4. Stern-Volmer plot at different temperature of sperm H1 histones fluorescence.
Stern-Volmer plot of F¢/F against increasing CuCl, concentrations in the range from 0 to 10 uM of
sperm H1 histones intrinsic fluorescence at 15 (triangle), 25 (square) and 35 °C (circle).
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Figure S5. Fluorescence spectra of H1 histones in presence of ANS. Fluorescence spectra at the
Excitation wavelength of 350 nm of sperm (green), deguanidinated derivatives (blue) and somatic
(red) H1 histones in presence of ANS 5 UM (continued line) and after addition of 10 uM CuCl,
(dashed line). Reference spectra of ANS is in black.



