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Supplementary Figure 1. The positions related to each element of rDNA cassette are provided in A. The nt identity is
presented in B (28S), C (ITS1 (red) and ITS2 (blue)), and D (two ITSs combined).

Supplementary Figure 2. The phylogenetic trees were built using the three methods (ML, NJ and ME) and three types
of sequences (ITS1, ITS2 and ITS1 and 2 combined). For B. tenagophila (BT), ITS1 and 2 were from GenBank
accession number (AY030388). For Physella acuta, ITS1 and 2 were from KF316327 and KF316328, respectively.
Please note that ITS1 and 2 sequences were not available in Radix, so sequences of ITS1 and 2 from Physella acuta

were used as outgroup.

Supplementary Figure 3. The NJ tree based on partial mtCoxI sequences currently available in GenBank shows the relationships
of B. sudanica or B. sudanica-like snails in Africa. Since there are a large number of sequences from B. sudanica-like snails collected
from Lake Victoria, only few sequences were randomly selected. All mtCox| sequences from other localities were used if they could
be aligned to the sequences of B. sudancia derived from Lake Victoria (Stanley et al., 2011, 2014). The GenBank accession numbers
starting with AF, DQ, EU, and HM indicate that data derived from publications of Campbell et al.??, Jgrgensen et al.?%, Plam et al.*>,
and Stanley et al. 1911, respectively. The mtCoxI| sequences of B. glabrata G72 M line (Bg), B. sudanica (BS) and B. choanomphala

(BC) were from present study. Geographical locations are provided at the end of the accession numbers.
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