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Supplementary Figure 3. Volcano Plot and pathway analysis of the differentially DNA
methylation sites. Volcano Plot of the differentially DNA methylation sites. The dots on right side
represent hypermethylation of miR-455-3p group comparing with control group, while the left
side represent hypomethylation. The DNA methylation sites above the red line indicated more

than 2.0 folds change(a). GO and pathway analysis of the differential DNA methylation genes (b,

c).



