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Supplementary Figure S1 

Representative crystals used for structure determination. 



	

Supplementary Figure S2 

Size-exclusion chromatography (S75) profile of M2-1 RBD after proteolytic cleavage of full-length 

M2-1. The molecular weight of the protein was 13.6 kDa. 

SDS-PAGE analysis of selected fractions of the size-exclusion chromatography. 


