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m Cold shock protein CspC

Heat shock protein 60 family co-chaperone GroES

u Threonine synthase (EC 4.2.3.1)

Cytochrome h6-f complex subunit, cytochrome hé

m Chlorophyllide reductase subunit BchZ (EC

1.18.-.-)
L3U ribosomal protein L11p (L12e)

Fig. S1. Bar charts show examples of rhythmic gene expression profiles. The profiles were
selected from (A) the cyanobacterial data set C displaying the expression of CspC (cold shock
protein) (black) and GroEs (heat shock protein) (grey), from (B) the proteobacterial data set P
showing the expression of genes encoding for threonine synthase (black) and cytochrome b6
subunit (grey) and from (C) R. denitrificans demonstrating expression profiles of BchZ
(chlorophyllide reductase subunit) (black) and L11p (LSU ribosomal protein) (grey) coding genes.
The MG-RAST abundance at each sampling time point is depicted.
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