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Supplementary Fig. 6.Metabolic pathway (KEGG) enrichment of microbiome correlated and uncorrelated with DE miRNAs. The bar graph (left panel)
shows the fold enrichment for each group. Red indicates correlated and blue indicates uncorrelated KEGG enrichment. FDR corrected p-value from
Wilcoxon Rank Sum test (on a negative log10 scale) are shown on the right panel. The solid red line indicates g-value of 0.05.



