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Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Position in read (bp)

P0028

Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Position in read (bp)
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Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Quality scores across all bases (Sanger / llumina 1.9 encoding)
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Quality scores across all bases (Sanger / lllumina 1,9 encoding)
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Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Quality scores across all bases (Sanger / llumina 1.9 encoding)
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Quality scores across all bases (Sanger / lllumina 1,9 encoding)
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Position in read (bp)

33 35 37 39 41 43 45 47 49 Sl

Quality scores across all bases (Sanger / lllumina 1.9 encoding)
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Position in read (bp)

33 35 37 39 41 43 45 47 49 Sl



