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Smc5−Smc6 complex

Nuclear polyadenylation−dependent
mRNA catabolic process
Cytosolic large ribosomal subunit
tRNA processing
U4/U6 x U5 tri−snRNP complex
CURI complex
Chaperonin CCT
Mitochondrial matrix
Mitochondrial intermembrane space
Monocarboxylic acid metabolic process
Alcohol metabolic process
Exocytosis
Generation of precursor metabolites and energy
Half bridge of spindle pole body
Mitotic cohesin complex
Proteasome regulatory particle
RNA pol. II
Nucleotidyltransferase activity


