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Table S1: Sequence of primers used for validation of expression levels of co-expressed DEGs.

Genes Sequence

CD24-S TGCTCCTACCCACGCAGATT
CD24-A TTGGTGGTGGCATTAGTTGGAT
COL1A1-S GACATCCCACCAATCACCTGC
COL1A1-A TCGACGCCGGTGGTTTCTT
COL1A2-S TGCCTAGCAACATGCCAATCTT
COL1A2-A TGAGCAGCAAAGTTCCCACC
EPHA3-S AACTGATTCCGCAGCCTTCC
EPHA3-A GGACCCAGTTTGTTCTCAGCC
LUM-S CTGGCTGATAGTGGAATACCTGG
LUM-A GGTTTCTGAGATGCGATTGCC
THBS2-S TCTGGACGAGCCCTTCTACGA
THBS2-A GATGGCGTTGATCTCAGCTCC
TUBB-S CTGACCACACCAACCTACGG
TUBB-A CCAGGCATAAAGAAATGGAGAC
VCAN-S TCAGAAGGCTTGTTTGGACGTT
VCAN-A CAGCCTCCTCGAAGGTGAATT
PZP-A TGGCAGTTTGGTTGGTCGTAG
PZP-S CAGCAAAGACAGTCAGCACCAC

-S, sense; -A, anti-sense.



