Bin Metabolism per cld pnar cnar yedyz cbb3 aa3 bd cr nap psr PHMC ack-pta  acs nuo nar TCAcycle  cov_1%NaCl cov_3%NaCl cov_5%NaCl cov_7%NaCl cov_lnoculurcov_Max  cov_Sum irep_1%NaClirep_3%NaClirep_5%NaClirep_7%NaClirep_Inocului

BMO001 Alphaproteobacteria n.d. 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 0 1 0.6 05 0.7 11 25 25 27.9 nd. nd. nd. nd. 114363408
BMO002 Desulfobacteraceae n.d 0 0 0 1 0 0 0 1 0 0 0 0 1 0 1 0 1 0.1 0.2 0.4 0.8 9.4 9.4 109 nd. nd. nd. nd. 1.31461145
BMO003 Chromatiales nd. 0 0 0 0 1 1 1 1 0 0 0 [ 0 1 1 1 1 21 25 2 2 66 66 15.2 nd. nd nd. nd. 137539114
BMO004 Desulfobulbaceae  n.d. 0 0 0 0 0 0 0 1 0 0 0 1 0 1 0 0 1 0.9 17 17 19 6.1 6.1 123 nd. nd. nd. nd. 139230643
BMOOS Desulfobacteraceae n.d 0 0 0 0 0 0 0 1 0 0 0 0 0 1 0 1 1 05 12 14 09 51 51 9.1 nd. nd. nd. nd. nd
BM101 Azoarcus Chiorate reduction 0 1 0 0 1 0 1 1 1 1 [ 1 1 1 1 0 1 5138 01 02 02 02 5138 514.5 1.29460829 n.d. nd. nd. nd
BM102 Arcobacter Perchlorate reduction 1 1 0 0 1 1 1 0 0 1 1 0 1 0 1 0 1 485 0.1 0 0 0 485 486 1.4272617 n.d. nd. nd. nd
BM103 Desulfuromonas  Sulfur reduction 0 0 0 0 0 1 0 0 0 1 0 1 1 0 1 0 1 36 23 18 1 01 36 838 n.d nd. nd. nd. nd
BM301 Sedimenticola Perchlorate reduction 1 1 0 1 1 0 1 1 0 1 0 1 1 1 1 0 1 02 674.1 02 03 03 674.1 675.1 nd. nd nd nd. nd
BM302 Desulfuromonas  Sulfur reduction 0 0 0 0 0 1 0 0 0 0 0 1 1 0 0 0 1 55 355 73 32 0.1 355 51.6 1.60815896 1.26823246 151804956 n.d. nd
BM303 Rhizobiales Perchlorate reduction 0 1 1 0 0 0 1 0 0 1 0 0 0 1 1 0 1 0 123 114 0 02 123 239 nd. 1.32934566 1.48785241 n.d. nd
BM304 Desulfuromonas  Sulfur reduction 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 1 11 9.9 38 02 01 9.9 15.1 nd. 1360811 n.d. nd. nd
BMS01 Desulfuromonas  Sulfur reduction 0 0 0 0 0 0 1 0 0 0 0 1 1 0 0 0 1 0.4 03 4355 0.1 02 4355 4365 nd. nd. 1.13349485 n.d. nd
BMS02 Sulfurimonas Perchlorate reduction 1 1 0 0 0 1 0 0 0 1 0 0 1 1 1 0 1 31 05 91.2 0.8 01 912 95.7 n.d, nd. 1.16615183 n.d. nd
BMS03 Sedimenticola Perchlorate reduction 1 1 0 0 1 0 1 0 0 1 0 1 1 1 1 0 1 03 19 69.4 0 02 69.4 88.9 nd. nd. nd. nd. nd
BMS04 Arcobacter Perchlorate reduction 1 1 0 0 1 1 1 0 0 1 0 0 1 0 1 0 1 0 0.2 57.2 0 0.1 57.2 57.5 nd. nd. 1.18307333 n.d. nd
BMS05 Rhizobiales Perchlorate reduction 1 1 1 0 1 0 1 1 0 1 0 1 0 1 1 0 1 0.1 03 30 0 03 30 307 nd. nd. 1.22880693 n.d. nd
BMS06 Desulfobulbaceae  Sulfur reduction 0 0 0 0 0 0 0 1 0 1 1 1 0 1 1 0 1 0 0 25 82 02 25 309 nd. nd. 1.16861891 1.27497815 n.d.
BMS07 Parcubacteria Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 207 0 0 207 207 nd. nd. 1.22483227 n.d. nd
BMS08 Desulfuromonas  Sulfur reduction 0 0 0 0 0 1 0 0 0 0 0 1 1 1 0 1 1 2 9.1 19.9 0 01 19.9 311 nd. 1.30123596 1.51556179 n.d. nd
BMS09 Desulfuromonas  Sulfur reduction 0 0 0 0 0 1 1 0 0 0 0 1 1 1 0 1 1 21 63 19.2 124 01 192 401 nd. 1.39398655 1.21320703 1.26762432 n.d.
BMS511 Woesearchaeota  Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 15.4 02 0 15.4 15.6 n.d. nd. 1.32218044 n.d. nd
BMS512 Deltaproteobacteria Sulfur reduction 0 0 0 0 0 0 0 0 0 0 0 1 0 1 1 1 1 0.4 09 13.1 02 0 13.1 146 nd. nd. 1.25566523 n.d.

BMS13 Desulfuromonas  Sulfur reduction 0 0 0 0 0 0 0 1 0 0 1 1 1 1 1 1 1 0 01 129 638 0 129 19.8 nd. nd. 1.2060879 1.43761779 n.d.
BMS514 Marinilabiliales Sulfur reduction 0 0 0 0 0 0 1 1 0 0 1 0 0 1 0 1 1 0.1 11 126 12 02 126 152 nd. nd. 1.57544937 n.d. nd
BMS515 Desulfuromonas  Sulfur reduction 0 0 0 0 0 0 0 1 0 0 0 1 1 0 1 0 1 0.9 08 9 0 0 9 107 nd. nd. 1.25980482 n.d. nd
BMS516 Ignavibacteria Sulfur reduction 0 0 0 0 0 0 1 1 0 [ 0 1 0 1 1 0 1 05 34 105 72 01 105 217 nd. nd. 1.33531288 1.44390937 n.d.
BMS17 Vibrio alginolyticus ~ Fermentation 0 0 0 0 0 0 1 1 0 1 0 0 1 1 0 1 1 0 0 9.2 6.6 0 9.2 15.8 nd. nd. nd. nd. nd
BMS518 Marinilabiliales Fermentation 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0.1 a1 86 0 0 86 12.8 nd. nd. 1.41586284 n.d. nd
BMS19 Parcubacteria Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 0 [ 0 0 0 0 02 8.4 05 0 84 9.1 nd. nd. 1.28317727 n.d. nd
BMS20 Marinilabiliales Sulfur reduction 0 0 0 0 0 0 1 1 0 0 0 0 1 1 0 1 0 0 0.1 10.8 11 0 10.8 12 nd. nd. 1.37422571 n.d. nd
BMS21 Parcubacteria Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 0 [ 0 0 0 06 07 82 0 0 82 95 nd. nd. 1.28892991 n.d. nd
BMS22 Desulfuromonas  Sulfur reduction 0 0 0 0 0 0 1 1 0 0 [ 1 1 1 0 1 1 11 03 8 01 01 8 96 nd. nd. 1.23401022 n.d. nd
BMS23 Marinilabiliales Sulfur reduction 0 0 0 0 0 0 0 0 0 0 1 0 1 0 0 1 1 0 0 6.8 0 0 6.8 6.8 nd. nd. nd. nd. nd
BMS24 Marinilabiliales Sulfur reduction 0 0 0 0 0 0 1 1 0 0 1 0 1 1 0 1 1 0.1 12 73 67 01 73 15.4 nd. nd. 1.40100767 1.45169079 n.d.
BMS525 Deltaproteobacteria Sulfur reduction 0 0 0 0 0 0 0 0 0 [ [ 1 0 1 1 1 1 09 a1 a4 0 0 a4 9.4 nd. nd. nd. nd. nd
BM701 Denitrovibrio Sulfur reduction 0 0 0 0 1 0 1 0 0 1 1 1 1 1 1 0 1 0.1 0.2 0.7 3231 0.1 3231 3242 nd. nd. nd. 1.27297589 n.d.
BM702 Sulfurimonas Perchlorate reduction 1 1 0 0 0 1 0 1 0 1 1 1 1 1 1 0 1 28 03 295 2583 01 2583 291 n.d, nd. nd. nd. nd
BM703 Marinilabiliales Fermentation 0 0 0 0 0 0 0 1 0 [ [ 0 1 [ 0 1 0 0.1 02 106 1015 01 1015 1125 nd. nd. 1.36504222 1.41942353 n.d.
BM?704 Denitroy Sulfur reduction 0 0 0 0 1 1 1 1 0 1 1 1 1 1 1 0 1 0 0.1 0.4 438 0 438 443 nd. nd. nd. 1.41265887 n.d.
BM705 Parcubacteria Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 51 412 0 a12 46.3 n.d, nd. 1.42004892  1.2404627 n.d.
BM706 Muirbacteria Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 1 [ [ 0 0 0 0 2 343 0 343 56.3 n.d. nd 1.37070816 1.35526506 n.d.
BM707 Desulfuromonas  Sulfur reduction 0 0 0 0 0 1 1 0 0 0 0 1 1 1 1 0 1 0 0.1 0.1 24 0.1 24 227 nd. nd. nd. 1.30594657 n.d.
BM709 Desulfuromonas  Sulfur reduction 0 0 0 0 0 1 1 1 0 0 0 1 1 1 1 0 1 0.2 03 02 196 01 196 20.4 nd. nd. nd. 1.30383792 n.d.
BM714 Clostridiales Fermentation 0 0 0 0 0 0 0 0 0 0 0 0 1 [ 0 1 0 0.4 07 38 83 0 83 132 nd. nd. nd. nd. nd
BM715 Salinivirgaceae Fermentation 0 0 0 0 0 0 1 1 0 0 0 0 1 1 0 1 1 0.1 0.1 1 10.2 0 10.2 114 nd. nd. nd. 1.31730459 n.d.
BM718 Marinilabiliales Fermentation 0 0 0 0 0 0 1 1 0 0 0 0 1 1 0 1 1 0.1 0.2 2 7.1 01 71 95 nd. nd. nd. 1.43704274 n.d.
BM719 Marinilabiliales Sulfur reduction 0 0 0 0 0 0 1 1 0 0 1 0 1 1 0 1 1 13 27 16 38 01 38 95 nd. nd nd nd. nd



