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Supplemental Information 

 
 
Figure S1. Observed OTUs increase with system scale. Rarefaction curve showing, on average, 
that there are increased OTUs at larger system scales than smaller ones. Small systems include 
volumes ranging from 5 mL – 4 L, plotted separately. Average observed OTUs for each system are 
listed in the sample legend. Error bars (plot) and ranges (±) represent ± 1 standard deviation. 
 
Figure S2. Phylogenetic distance increases among communities in medium and large 
systems. Rarefaction curve showing phylogenetic distance (PD) increases on average at larger 
system scales. Small systems include volumes ranging from 5 mL – 4 L, plotted separately. Average 
PD for each system is listed in the sample legend. Error bars (plot) and ranges (±) represent ± 1 
standard deviation. 
 
 
 
Table S1. Abundance of bacterial orders across N. salina growth systems. Relative 
abundances of bacterial orders identified in N. salina growth systems are represented. Data are 
formatted as in Table 1. Ph, Phylum (for phylum abbreviations, see Table 1). 
 
Table S2. Bacteria predominant in medium N. salina cultivation systems. The ten most 
abundant bacterial orders identified in medium growth systems are shown. Zero values represent 
relative abundances less than 0.05%. Ph, Phylum (for phylum abbreviations, see Table 1). Heat 
maps are formatted separately for each growth system as in Table 1. Σ, total abundance of these ten 
orders in each system. 
 
Table S3. Comparison of prevalent bacteria in two studies of Nannochloropsis cultivations. 
Comparison of bacteria identified in the cultivations of N. salina reported here with those reported by 
Wang, et al. (2012) in cultivations of N. oceanica IMET1. 
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Figure S1. Observed OTUs increase with system scale. Rarefaction curve showing, on average, 
that there are increased OTUs at larger system scales than smaller ones. Small systems include 
volumes ranging from 5 mL – 4 L, plotted separately. Average observed OTUs for each system are 
listed in the sample legend.  Error bars (plot) and ranges (±) represent ± 1 standard deviation.   
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Figure S2. Phylogenetic distance increases among communities in medium and large 
systems. Rarefaction curve showing phylogenetic distance (PD) increases on average at larger 
system scales. Small systems include volumes ranging from 5 mL – 4 L, plotted separately. Average 
PD for each system is listed in the sample legend.  Error bars (plot) and ranges (±) represent ± 1 
standard deviation. 
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Table S1. Abundance of bacterial orders across N. salina growth systems. Relative 
abundances of bacterial orders identified in N. salina growth systems are represented. Data are 
formatted as in Table 1. Ph, Phylum (for phylum abbreviations, see Table 1).   
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Table S2. Bacteria predominant in medium N. salina cultivation systems. The ten most 
abundant bacterial orders identified in medium growth systems are shown. Zero values represent 
relative abundances less than 0.05%. Ph, Phylum (for phylum abbreviations, see Table 1). Heat 
maps are formatted separately for each growth system as in Table 1. Σ, total abundance of these ten 
orders in each system. 
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