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Table S1: Shown are sgRNA sequences, and surveyor primers used in this study  

Target sgRNA in px330 Surveyor P1 Surveyor P2 
hyg gene 5’gcggcgcagctatttacccgc   
Ku70 gene 5’gccatgggggtcgtcttcat   
53bp1 gene 5’gtgcaagacatggccatgcgg   
5’268 5’gccataggcgtgggacctcgt 5’gcctgacaggtaaggacagg 5’gagagggtagatcccccaac 
16 bp 5’gatcagaagcttagggataac 5’gcctgaagaacgagatcagc 5’ccggtagggcagaggaagta 
3.3 kbp 5’gcgccgcaccgacaccctgg 5’ccacccgcagtctgagtc 5’cagagtagaccgagccgaag 
9.1 kbp 5’gatgtttggattgtatggcca 5’cttgccaccttctttgaacc 5’aaacaggaaggtgaggatgg 
19 kbp 5’gtcctgccatagccttgatg 5’cagcgaacaggtcggttaat 5’atcacttgctcaagcacacg 
28.4 kbp 5’gcgaagctaacgacactaacg 5’ggctcccctgtcctgatatt 5’cacaactgcgagagcacttc 
 

 

 


