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Candidate diagnostic miRs in publisched studies

352 miRs

Excluded: 235 miRs evaluated mostly in non-cardiac
 tissues or in non-cardiovascular patients 

117 miRs

Excluded: 11 miRs for different methodologies 

106 miRs

Excluded: 23 miRs evaluated in a small sample size

39 miRs

Excluded: 49 miRs because of
 no significant differences    

11 miRs

TargetScan.org, miRBa-se.org, microRNA.org

IMA=14; CAP=12 patients/
23 tissue sections

Statistical analysis: Kruskal-Wallis test followed 
by Dunn´s corrections for multiple comparisons

In silico analysis phase

Identification phase

Literature review

88 miRs IMA=4; CAP=4   

IMA=1; CAP=1   

miRs, miRNAs; CAP, coronary artery plaques; IMA, internal mammary arteries 

Study design flow chart
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