Bispora betulinaisolate 70R3 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Bispora betulinaisolate 60R3 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Solicorynespora sp. MHR-2013 genomic DNA containing 18S rRNA gene, ITS1, 5.8SrRNA gene, ITS2 and 28S rRNA gene, strain FMR 11497
Cenococcum geophilum strain ER41M internal transcribed spacer 1, partial sequence; 5.8S ribosoma RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Brachysporiella navarrica strain FMR_12426 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Q Kirschsteiniothelia thujina voucher JF13210 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
Pezizomycotina sp. 19-2-5 genesfor 18STRNA, ITS1, 5.8SrRNA, ITS2, 28SrRNA, partia and complete sequence, isolate: 19-2-5
Kirschsteiniothelia tectonae MFLUCC 12-0050 I TS region; from TY PE material
Q Kirschsteiniothelia tectonae strain MFLUCC 13-0470 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosoma RNA gene, partial sequence
Kirschsteiniothelia tectonae strain MFLUCC 12-0050 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
Eurotiomycetes sp. MS494 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Uncultured fungus 18S rRNA gene (partial), ITS1, 5.8SrRNA gene, ITS2 and 26S rRNA gene (partial), clone Y J4-6
Kirschsteiniothelia arasbaranica strain IRAN 2509C internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Q Kirschsteiniothelia arasbaranica strain IRAN 2508C internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
Rutstroemiaceae sp. KL 288 genomic DNA sequence contains 18S rRNA gene, ITS1, 5.8SrRNA gene, ITS2, 28S rRNA gene, isolate KL 288, specimen voucher TAAM:137828
Stromatinia gladioli isolate SG2011 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Macrophoma sp. GTB-621-14 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Psilachnum pteridii strain CPC:25778 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Psilachnum pteridii strain CPC:24666 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Hyphodiscus hymeniophilus strain MUCL 9042 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Dothideomycetes sp. genotype 577 isolate NC1021 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Dothideomycetes sp. genotype 577 isolate NC1028 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Fungal sp. TRN209 internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence
Fungal sp. TRN206 internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence
M eristemomyces arctostaphylos strain CPC 25574 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosoma RNA gene, partial sequence
Meristemomyces frigidus strain CCFEE 5457 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
g Xenomerisraeticastrain CBS 485.61 18S ribosomal RNA gene, partial sequence; and internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence
Ascomycota sp. PIMO_418 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
Uncultured fungus clone C1_BES5 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
9 Uncultured soil fungus clone D2113 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Uncultured soil fungus clone D218 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Uncultured soil fungus clone D1111 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
&Uncultured soil fungus clone D1124 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Mycosphaerella sp. internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Fungal sp. HS18 L X-2016 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
o 8Fungal sp. HHA0 LX-2016 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
&Zasmidium citri-griseum culture-collection CPC:15294 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
@ Uncultured soil fungus clone D2114 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
8Zasmidium citri strain CBS 122456 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
©@Zasmidium citri strain CBS 122455 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
©Zasmidium citri-griseum isolate 17NCC3 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
) zasmidium citri-griseum culture-collection CBS:116366 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
OZasmidium citri strain Katol 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
Zasmidium citri-griseum strain ZJUM 105 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
OZasmidium citri-griseum strain ZJUM 104 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosoma RNA gene, partial sequence
O Zasmidium citri-griseum strain ZJUM 97 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
©Zasmidium citri-griseum isolate Myc-36 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate Myc-34 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate Myc-23 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate Myc-14 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
o ©Zasmidium citri-griseum isolate 31TCC4 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
8 zasmidium citri-griseum isolate 26L. CC5 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate 37L CC2 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
Q @Zasmidium citri-griseum isolate 34NCC4 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate 19NCC3 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
©Zasmidium citri-griseum isolate 15NCV4 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate 12NCC9 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate 38NCC2 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
OZasmidium citri-griseum isolate 4NTV 1 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate BNCV 4 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosoma RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
O Zasmidium citri-griseum isolate 43NCCh2 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate MC-76 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum isolate MC-69 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum culture-collection CPC:15285 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©@Zasmidium citri-griseum culture-collection CPC:13467 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum culture-collection CPC:10522 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
©Zasmidium citri-griseum culture-collection CBS:116426 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
OReaderiella eucalypti strain CPC 13467 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Zasmidium suregadae isolate P36 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Zasmidium citri-griseum strain ZJUM 5 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Q EjZasmidium citri isolate 26L.D/S 18S ribosomal RNA gene, internal transcribed spacer 1, 5.8S ribosoma RNA gene, internal transcribed spacer 2, and 28S ribosomal RNA gene, region
@Uncultured soil fungus clone D215 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
©@Uncultured soil fungus clone D112 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
OUncultured soil fungus clone D1115 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Zasmidium citri culture-collection CPC:13467 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Zasmidium anthuriicola strain CBS 118742 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
@ 9 Mycosphaerella citri strain CMW22518 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosoma RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
Mycosphaerella citri strain CMW22517 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
Zasmidium citri-griseum isolate 17NCC5 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, compl ete sequence; and internal transcribed spacer 2, partial sequence
Zasmidium citri-griseum isolate 31TCC2 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
Phomopsis sp. Rker Lb20 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Uncultured fungus clone 037A 32308 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, complete sequence; and 5.8S ribosomal RNA gene, partial sequence
o Uncultured fungus clone 037A 32721 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, complete sequence; and 5.8S ribosomal RNA gene, partial sequence
° Uncultured fungus clone 6 200 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Uncultured soil fungus clone 133-36 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial sequence
Ascomycota sp. L-16 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Umbilicaria haplocarpaisolate AFTOL-ID 7164 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosomal RNA gene, partial sequence
Umbilicaria haplocarpaisolate AFTOL-ID 7166 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosomal RNA gene, partial sequence
Umbilicaria haplocarpaisolate AFTOL-ID 7167 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosomal RNA gene, partial sequence

Q

Trapelia macrospora isolate P109 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, compl ete sequence; and 28S ribosomal RNA gene, partial sequence
Umbilicaria haplocarpaisolate AFTOL-ID 7168 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosomal RNA gene, partial sequence
Umbilicarialeprosaisolate AFTOL-ID 7172 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosoma RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosoma RNA gene, partial sequence
Umbilicaria haplocarpaisolate AFTOL-ID 7165 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosomal RNA gene, partial sequence
@|cl|Query_85557
Kirschsteiniothelia aethiops culture-collection MFLUCC: 150424 5.8S ribosomal RNA gene and internal transcribed spacer 2, partial sequence
Kirschsteiniothelia sp. SB-2010a strain MFLUCC10-0036 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Dendryphiopsis sp. MFLUCC 10-0762 internal transcribed spacer 1, partial sequence; 5.8S ribosoma RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Dendryphiopsis atra genomic DNA containing 18S rRNA gene, ITS1, 5.8SrRNA gene, ITS2 and 28S rRNA gene, strain FMR 11023
Kirschsteiniothelia aethiops 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
Kirschsteiniothelia emarceis MFLUCC 10-0037 ITSregion; from TY PE material
Kirschsteiniothelia emarceis strain MFLUCC10-0037 18S ribosoma RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
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