Sequence length (bp)

o

Sequence length (bp)

Blumeria graminis f.sp. hordei RACE1 Blumeria graminis f.sp. hordei A6 Blumeria graminis f.sp. hordei K1
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Golovinomyces orontii MGH1 [PacBio]
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Blumeria graminis f.sp. tritici 96224 Blumeria graminis f.sp. lollium
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Blumeria graminis f.sp. hordei DH14
[ABI, 454, assembly v3]
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