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Table S1. Detailed taxonomic sampling and corresponding sequence accession numbers of the mitochondrial and nuclear datasets.
Newly acquired sequences from this study are indicated in bold.

Species Common name Mitogenomes ADORA3 APOB BCHE BRCA1 BRCA2 RAG2 TTN

*Bradypus pygmaeus  Pygmy sloth KT818523 LT852562 LT852583 LT852604 LT852627 1.T852645 1.T852662 L1.T852684

*Bradypus torquatus Maned sloth KT818524 LT852563 LT852584 LT852605 LT852628 1.T852646 1.T852663 LT852685
Pale-throated

*Bradypus tridactylus  three-toed sloth KT818525 LT852564 LT852585 LT852606 LT852629 1.T852647 1.T852664 L1.T852686
Brown-throated

*Bradypus variegatus  three-toed sloth NC 006923 LT852565 LT852586 LT852607  LT852630 L1.T852648 1.T852665 LT852687
Southern two-toed

*Choloepus didactylus  sloth NC_006924 LT852570 LT852591 LT852613 LT852634 1.T852651 LT852671 LT852693
Hoffmann's two-

*Choloepus hoffmanni  toed sloth KT818538 LT852571 LT852592 LT852614 LT852635 1.T852652 1.T852672 LT852694
Darwin’s ground

*Mylodon darwinii sloth MF061314 LT852575 LT852596 LT852619 LT852639 1.T852656 1.T852676 LT852698

*Cyclopes didactylus Pygmy anteater KT818539 LT852572 LT852593 LT852615 LT852636 1.T852653 1L.T852673 LT852695

*Myrmecophaga

tridactyla Giant anteater KT818549 LT852576 LT852597 LT852620 LT852640 1.T852657 1LT852677 LT852699
Northern

*Tamandua mexicana  tamandua KT818551 LT852578 LT852599 LT852622 LT852641 1.T852659 LT852679 LT852701

*Tamandua Southern

tetradactyla tamandua NC 004032 LT852579 LT852600 LT852623 LT852642 1.T852660 LT852680 LT852702
Greater long-nosed

*Dasypus kappleri armadillo KT818541 LT852574 LT852595 LT852617  LT852638 LT852655 1.T852675 LT852697
Southern long-

*Dasypus hybridus nosed armadillo KT818540 LT852573 LT852594 LT852616 LT852637 1.T852654 1.T852674 L.T852696
Seven-banded

Dasypus septemcinctus armadillo KT818546 - - - - - - -

Dasypus novemcinctus  Nine-banded XM 004473 XM 0125197 XM 012519 XM 004483 XM 0125

us armadillo NC 001821 603 IN413957 96 AF484222 803 174 18926

Dasypus novemcinctus  Nine-banded

FG armadillo KT818542 - - - - - - -
Hairy long-nosed

Dasypus pilosus armadillo KT818544 - - - - - - -



Dasypus sabanicola

Dasypus yepesi
*Chaetophractus
vellerosus
*Chaetophractus
villosus

*Euphractus sexcinctus
*Zaedyus pichiy
*Calyptophractus
retusus

Chlamyphorus
truncatus

*Priodontes maximus
*Tolypeutes matacus
*Tolypeutes tricinctus
*Cabassous chacoensis
*Cabassous unicinctus
Cabassous centralis

Cabassous tatouay
Dugong dugon

Loxodonta africana

Orycteropus afer

Northern long-
nosed armadillo
Yunga's long-
nosed armadillo
Screaming hairy
armadillo
Large hairy
armadillo
Six-banded
armadillo

Pichi

Greater fairy
armadillo

Pink fairy
armadillo

Giant armadillo
Southern three-
banded armadillo
Brazilian three-
banded armadillo
Chacoan naked-
tailed armadillo
Southern naked-
tailed armadillo
Northern naked-
tailed armadillo
Greater naked-
tailed armadillo

Dugong
African elephant

Aardvark

KTg818545
KTg818547
KTg818533
KTg818535

KTg818548
KT818555

KTg818532

KTg818536
KTg818550

KTg818553
KTg818554
KTg818528
KTg818531
KTg818527

KTg818529
NC_003314

NC_000934

NC 002078

LT852568

LT852569

AY011193
LT852582

LT852567

LT852577

LT852580

LT852581

NA

LT852566

IN633415

AY011204

AY011206

LT852589

LT852590

NA
LT852603

LT852588

LT852598

LT852601

LT852602

NA

LT852587

KR827337

JN413956

JN413950

LT852611

LT852612

LT852618
LT852626

LT852610

LT852621

L.T852624

LT852625

LT852608

LT852609

KR&27307

XM_0105960

53

XM_0079487

19

LT852632

LT852633

AF484224
LT852644

FR821709

FR821708
AF484225

AF484227

LT852643

LT852631

AF484228

AF284019

AF284021

AF284030

NA

NA

NA
NA

LT852650

LT852658

LT852661

NA

NA

LT852649

IN414242

IN414245

JN414239

LT852669

LT852670

AY011922
LT852683

LT852668

LT852678

LT852681

LT852682

LT852666

LT852667

JN633302

AY011932

AY011935

LT852691
LT852692

NA
LT852705

LT852690

LT852700
LT852703
LT852704
LT852688

LT852689

IN632896
XM_0105
86379

IN632894

Notes -- *: Libraries selected for nuclear capture; NA: Not available because capture failed to provide enough coverage.



Table S2: Detailed results of the PartitionFinder analysis for the mitogenomic dataset.

Subset Best Model Subset Partitions

1 GTR+I+G  ATP6 pl, ATP8 pl, ATPS p2, ATP8 p3, CYTB pl, NDI pl,
ND2 pl,ND3 pl, ND4L pl, ND4 pl, ND5 pl, ND6 p2,
ND6 p3, rRNA_12S, rRNA 168, tRNAs

2 GTR+I+G  ATP6 p2, COX1 pl, COX1 p2, COX2 pl, COX2 p2,
COX3 pl, COX3 p2, CYTB p2, ND1 p2, ND2 p2, ND3 p2,
ND4L _p2, ND4 p2, ND5 p2

3 GTR+I+G  ATP6 p3, COX1 p3, COX2 p3, COX3 p3, CYTB p3, NDI1 p3,
ND2 p3, ND3 p3, ND4L p3, ND4 p3, ND5 p3, ND6 pl

Settings used

alignment . ./mylo 35mitos _concat seqCat.phylip
branchlengths : unlinked

models : GTR+I+G, GTR+G

model selection : bic

search : greedy

Best partitioning scheme
Scheme Name : step 39
Scheme InL :-169349.5486
Scheme BIC :340923.742014
Number of params : 231

Number of sites : 15222

Number of subsets : 3

RaxML-style partition definitions

DNA, pl = 1-681\3, 682-876\3, 683-876\3, 684-876\3, 3883-5022\3, 5023-5976\3, 5977-
7020\3, 7021-7365\3, 7366-7662\3, 7663-9039\3, 9040-10842\3, 10844-11367\3, 10845-
11367\3, 11368-12305, 12306-13766, 13767-15222

DNA, p2 =2-681\3, 877-2415\3, 878-2415\3, 2416-3099\3, 2417-3099\3, 3100-3882\3, 3101-
3882\3, 3884-5022\3, 5024-5976\3, 5978-7020\3, 7022-7365\3, 7367-7662\3, 7664-9039\3,
9041-10842\3

DNA, p3 =3-681\3, 879-2415\3, 2418-3099\3, 3102-3882\3, 3885-5022\3, 5025-5976\3,
5979-7020\3, 7023-7365\3, 7368-7662\3, 7665-9039\3, 9042-10842\3, 10843-11367\3



Table S3: Detailed results of the PartitionFinder analysis for the seven nuclear exons dataset.

Subset Best Model Subset Partitions

1 GTR+G ADORA3 posl, ADORA3 pos2, APOB pos2
2 GTR+G ADORA3 pos3, APOB pos3, RAG2 pos3

3 GTR+G APOB posl, BRCA1 posl

4 GTR+G BCHE posl, RAG2 posl, TTN posl

5 GTR+I+G BCHE pos2, RAG2 pos2, TTN pos2

6 GTR+G BCHE pos3, BRCA2 pos3

7 GTR+G BRCA1 pos2, BRCA2 pos2

8 GTR+G BRCA1 pos3, TTN pos3

9 GTR+G BRCA2 posl

Settings used

alignment :./Mylo 7exons_seqCat.phylip
branchlengths : linked

models : GTR+I+G, GTR+G

model selection : bic

search : greedy

Best partitioning scheme
Scheme Name step 12
Scheme InL :-61830.71542
Scheme BIC : 125038.535538
Number of params : 143

Number of sites : 15216

Number of subsets : 9

RaxML-style partition definitions

DNA, pl =1-312\3, 2-312\3, 314-2724\3

DNA, p2 =3-312\3, 315-2724\3, 10374-10797\3

DNA, p3 =313-2724\3, 3706-6483\3

DNA, p4 =2725-3705\3, 10372-10797\3, 10798-15216\3
DNA, p5 =2726-3705\3, 10373-10797\3, 10799-15216\3
DNA, p6 =2727-3705\3, 6486-10371\3

DNA, p7 =3707-6483\3, 6485-10371\3

DNA, p8 =3708-6483\3, 10800-15216\3

DNA, p9 = 6484-10371\3



Table S4: Detailed comparisons between our Mylodon mitogenome and the one produced by
Slater et al. (2016).

Annotated regions Length (bp) Identity (%) Problems in Slater et al. (2016) sequence

(KR336794)

tRNA-Phe 70 100 None

12S rRNA 963 99.2 1 divergent region (12 bp) including a 4 bp
insertion

tRNA-Val 68 100 None

16S rRNA 1575 98.7 1 substitution + 1 divergent region (26 bp ) + 3 Ns

tRNA-Leu 75 100 None

ND1 957 88.7 4 substitutions + 3 divergent regions (26 bp, 14bp,
19bp) including missing start codon + 60 Ns (7 stop
codons)

tRNA-Ile 69 100 None

tRNA-GIn 73 100 None

tRNA-Met 69 100 None

ND2 1044 91.0 2 substitutions + 4 divergent regions (88 bp, 41 bp,

51 bp, 6 bp) + 3 deletions + 1 insertion + 4 Ns (8
stop codons)

tRNA-Trp 69 100 None

tRNA-Ala 69 100 None

tRNA-Asn 73 100 None

Origin of L-strand 34 100 None

replication

tRNA-Cys 67 100 None

tRNA-Tyr 66 100 None

COX1 1542 90.5 3 substitutions + 43 Ns

tRNA-Ser 69 100 None

tRNA-Asp 68 97.1 1 substitution + 1 insertion

COX2 684 94.2 21 substitutions + 2 divergent regions (10 bp, 19
bp)

tRNA-Lys 69 100 None

ATP8 204 52.5 3 substitutions + 94 gaps (1 stop codon)

ATP6 681 41.8 13 substitutions + 3 divergent regions (39 bp, 29
bp, 34 bp) + 175 Ns + 259 gaps (1 stop codon)

COX3 784 96.4 2 substitutions + 1 divergent region (23 bp) + 1
insertion (10 stop codons)

tRNA-Gly 70 100 None

ND3 346 54.3 7 substitutions + 151 Ns

tRNA-Arg 70 100 None

ND4L 297 59.1 1 divergent region (14 bp) + 110 Ns

ND4 1378 85.7 187 Ns + 2 insertions (29 stop codons)

tRNA-His 69 100 None

tRNA-Ser 60 100 None



tRNA-Leu
ND5

ND6

tRNA-Glu
CYTB
tRNA-Thr
tRNA-Pro
Control Region

70
1824

528

69
1140
67
70
993

100
535

72.2

100
98.9
294

60.0

None

13 substitutions + 2 divergent regions (10 bp, 3 bp)
+ 809 gaps + 16 Ns (9 stop codons)

6 substitutions + 1 divergent region (13 bp) + 4
gaps + 126 Ns (2 stop codons)

None

11 substitutions + 2 insertions (27 stop codons)

22 gaps + 26 Ns

70 Ns

48 gaps + 310 Ns
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Figure S1. mapDamage DNA fragmentation and nucleotide mis-incorporation plots of the
53,550 cleaned shotgun Illumina reads mapping to the Mylodon darwinii SP57 mitogenome. 1st
and 2nd rows: DNA fragmentation patterns for the 10 bp preceding read starts (positions -1 to -
10 on the left panels of each base composition profile) and the 10 bp following read ends
(positions 1 to 10 on the right panels of each base composition profile). 3rd row: Nucleotide mis-
incorporation patterns for the first 25 nucleotides and the last 25 sequenced, respectively, with
C=>T substitution frequencies (red) and G=>A substitution frequencies (blue).
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Figure S2. mapDamage fragment length distribution of the 53,550 shotgun cleaned Illumina
reads mapping to the Mylodon darwinii SP57 mitogenome. Mean fragment length was 30 base
pairs.
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Figure S3: Bayesian consensus mitogenomic tree obtained with PhyloBayes under the CAT-
GTR+G4 mixture model. Bayesian posterior probabilities are indicated at nodes. Branch lengths
represent mean number of substitutions per site.
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Figure S4: Bayesian consensus mitogenomic tree obtained with MrBayes under a mixed model
for each best-fitting partition as estimated by PartitionFinder. Bayesian posterior probabilities are
indicated at nodes. Branch lengths represent mean number of substitutions per site.
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Figure S5: Maximum likelihood mitogenomic tree obtained with RAXML under a GTR+G+I
mixed model for each best-fitting partition as estimated by PartitionFinder. Bootstrap
percentages are indicated at nodes. Branch lengths represent mean number of substitutions per
site.
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Figure S6: Bayesian consensus nuclear tree (concatenation of 7 exons) obtained with
PhyloBayes under the CAT-GTR+G; mixture model. Bayesian posterior probabilities are
indicated at nodes. Branch lengths represent mean number of substitutions per site.
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Figure S7: Bayesian consensus nuclear tree (concatenation of 7 exons) obtained with MrBayes
under a mixed model for each best-fitting partition as estimated by PartitionFinder. Bayesian
posterior probabilities are indicated at nodes. Branch lengths represent mean number of

substitutions per site.
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Figure S8: Maximum likelihood nuclear tree (concatenation of 7 exons) obtained with RAXML
under a GTR+G mixed model for each best-fitting partition as estimated by PartitionFinder.
Bootstrap percentages are indicated at nodes. Branch lengths represent mean number of
substitutions per site.



Orycteropus_afer
Loxodonta_africana
Dugong_dugon
[ Cyclopes_didactylus
— Ii34.21 | Myrmecophaga_tridactyla
10,73 iDTamandua_tetradactyla
1Ya7mandua_mexicana
=1106,24 == [T I Mylodon_darwinii
12187 [ Choloepus_hoffmanni
Choloepus_didactylus
[ Bradypus_torquatus
t i 14,32] Bradypus_pygmaeus
Bradypus_variegatus
; | Bradypus_tridactylus
67.26 | Dasypus_kappleri
Dasypus_septemcinctus
asypus_hybridus

Dasypus_novemcinctusFG
D%masypuspilosus

H

|
.

o

6Dasypus_novemcinctusUS
5bs%sypusfyepesi
oDasypus_sabanicola
Euphractus_sexcinctus
Chaetophractus_villosus
Zaedyus_pichiy
. 8 — Chaetophractus_vellerosus
| Chlamyphorus_truncatus
Calyptophractus_retusus
32,48 Priodontes_maximus
A e Tolypeutes_tricinctus
Tolypeutes_matacus
Cabassous_tatouay
Cabassous_chacoensis
| .8'Bﬁ {Cabassous_unicinctus
’6abassous_centralis
T T T T 1

100,0 75,0 50,0 25,0 0,0

Figure S9: Bayesian mitogenomic chronogram obtained with PhyloBayes under the CAT-
GTR+G4 mixture model and an autocorrelated lognormal model of clock relaxation. Timescale is
in million years ago.
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Figure S10: Bayesian nuclear chronogram (concatenation of 7 exons) obtained with PhyloBayes
under the CAT-GTR+G4 mixture model and an autocorrelated lognormal model of clock

relaxation. Timescale is in million years ago.



Figure S11: Comparison of available Mylodon mitogenomes with the Choloepus didactylus reference mitogenome.
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GTTAATGTCGCTTAARCABAAAGCAAGGEACTGAAAATGCHTACGATGAGTRCEBCcABAACTCCATEAACACATAGCHTTGGTCCTGACCTTACTATTARTTHTTAGTAGACTTACACATGCAAGCATCEACH

s-rRNA

‘

GTTAATGTCGCTTAAGCATAAAGCAAGGTACTGAAAATGCCTAGATGAGTCCGCCATAACTCCATGAACACATAGCCTTGGTCCTGACCTTACTATTAGTTCTTAGTAAACTTACACATGCAAGCATCAACG

s—-rRNA

|

GTTAATGTCGCTTAAGCATAAAGCAAGGTACTGAAAATGCCTAGATGAGTCCGCCATAACTCCATGAACACATAGCCTTGGTCCTGACCTTACTATTAGTTCTTAGTAAACTTACACATGCAAGCATCAACG

125 rRNA

|

140 150 160 170 180 190 200 210 22.0 230 240 250 26IO

1 1 1 1 1 1 1 1 1 1 1
TCCCAGTGAGAATGCCCTTTAAGTCCATCAGACCAAAAGGAGCAGGTATCAAGCCCACARACCCAATGTAGCTCACAACACCTTGCTCAACCACACCCCCACGGGARACAGCAGTGATAAAAATTAAGCAAT

Bcccacreacaarceccr@raceTclic@lacaccaranceaceacearcaaceccacanficccarTcBAGCTCACAACECCTTGCTCAACCACACCCCCACGGGAAACAGCAGTGABAAAAATTAAGCAAT

> s-rRNA >

TCCCAGTGAGAATGCCCTTTAAGTCCATCAGACCAAAAGGAGCAGGTATCAAGCCCACAAACCCAATGTAGCTCACAACACCTTGCTCAACCACACCCCCACGGGAAACAGCAGTGATAAAAATTAAGCAAT

> s-rRNA >

TCCCAGTGAGAATGCCCTTTAAGTCCATCAGACCAAAAGGAGCAGGTATCAAGCCCACAAACCCAATGTAGCTCACAACACCTTGCTCAACCACACCCCCACGGGAAACAGCAGTGATAAAAATTAAGCAAT

b 125 rRNA ).



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation
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BAACGAAAGTTTGACTTAGEBATACTAA---CCAAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGECATACGATTAACCCAAATTAATABTCABCGGCGTARAGCGTGTTTAGCEAAAGCEAACAAATAAA

> s-rRNA >

GAACGAAAGTTTGACTTAGTTATACTAACACCCAAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAACCCAAATTAATATTCACCGGCGTAAAACGTGTTTAAGGAAATCGAACAAATAAA

p s-rRNA p

GAACGAAAGTTTGACTTAGTTATACTAACACCCAAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTCATACGATTAACCCAAATTAATATTCACCGGCGTAAAACGTGTTTAAGGAAATCGAACAAATAAA

> 125 rRNA >

400 4];0 420 430 440 45.0 460 47.0 480 490 5(?0 510 520

1 1 1 1 1 1 1 1 1
GCTAAACCAAGACTAAGCCGTAAAAAGCTACAGTCAAAATAAAATAAACAACGAAAGTGGCTTTAACAAACCCGAACACACGATAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCCTAA

GliTAAACCAAGACTAGGCCGTAAAAAGCTACAGTCAAAATAAAATABACGACHAAAGTGRCTTTAACAABECCGAACACACGATAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCETAGCCCTAA

) s-rRNA >

GCTAAACCAAGACTAAGCCGTAAAAAGCTACAGTCAAAATAAAATAAACAACGAAAGTGGCTTTAACAAACCCGAACACACGATAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCCTAA

> s-rRNA >

GCTAAACCAAGACTAAGCCGTAAAAAGCTACAGTCAAAATAAAATAAACAACGAAAGTGGCTTTAACAAACCCGAACACACGATAGCTAAGACCCAAACTGGGATTAGATACCCCACTATGCTTAGCCCTAA

) 125 rRNA )
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Translation
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Translation
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acc@aBacaTTTEABEAACTAAAATGTTCGCCAGAGEACTACTAGCAACAGCCTAAAACTTAAAGGACTTGGCGGTGCTTCACACCCHCCTAGAGGAACCTGTCCTATAATCGACAAACCCCGATABACCTC

> s-rRNA >

ACCAAGACATTTGACAAACTAAAATGTTCGCCAGAGTACTACTAGCAACAGCCTAAAACTTAAAGGACTTGGCGGTGCTTCACACCCCCCTAGAGGAACCTGTCCTATAATCGACAAACCCCGATAGACCTC

p s-rRNA p

ACCAAGACATTTGACAAACTAAAATGTTCGCCAGAGTACTACTAGCAACAGCCTAAAACTTAAAGGACTTGGCGGTGCTTCACACCCCCCTAGAGGAACCTGTCCTATAATCGACAAACCCCGATAGACCTC

> 125 rRNA >
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accaccccrlceccan@lcacecraTaTacceecarccfcaceanaccTrecaABAGEACcACAGTAAGCECAABHATCABBCABAAGEACCTTAGGTCAAGGTGTAGCCCATGEGGTGGAAAGAGATGGGTTA

) s-rRNA >

ACCACCCCTCGCCAATGCAGCCTATATACCGCCATCCTCAGCAAACCTTGGAGAGTACCACAGTAAGCACAATCATCATTCGTAAGTACGTTAGGTCAAGGTGTAGCCCATGGGGTGGAAAGAGATGGGTTA

> s-rRNA >

ACCACCCCTCGCCAATGCAGCCTATATACCGCCATCCTCAGCAAACCTTGGAGAGTACCACAGTAAGCACAATCATCATTCGTAAGTACGTTAGGTCAAGGTGTAGCCCATGGGGTGGAAAGAGATGGGTTA

) 125 rRNA )



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

800 810 820 830 840 850 860 870 880 890 900 910 920

1 1 1 1 1 1 1 1 1 1 1 1
G-AAAATCAACGGAAGTTTCCATGAAACCCTAGAAACCGAAGGAGGATTTAGAAGTAACCTGAGAATAGAGCGCTCAGTTGAACCAGGCCATGAAGCACGEACACACCGLCCGTCAC

CATTTTCTTACAAAAGEAAAATCAACGHEAAGTTTCHATGAAACCCTAGAAACCEAAGGAGGATTTAGAAGTAARETEACAATAGACECCTHARBTTGAACHAGGHCABGAAGCACGCACACACCGCCCGTCAC

> s-rRNA >

CATTTTCTTACAAAAG AAAATCAACGGAAGTTTCCATGAAACCCTAGAAACCGAAGGAGGATTTAGAAGTAACCTGAGAATAGAGCGCTCAGTTGAACCAGGCCATGAAGCACGCACACACCGCCCGTCAC

p s-rRNA p

CATTTTCTTACAAAAG AAAATCAACGGAAGTTTCCATGAAACCCTAGAAACCGAAGGAGGATTTAGAAGTAACCTGAGAATAGAGCGCTCAGTTGAACCAGGCCATGAAGCACGCACACACCGCCCGTCAC

> 125 rRNA >

930 940 950 960 970 980 990 1,000 1,010 1,020 1,030 1,040 1,050
CCTCCTCAACCCGCCCACAACCAATAAACATATTATTTACATCACCGGCACCC -~ [ICCCAGAGGAGACAAGTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGG - AGAAATCAAAGTGTAGCTTAAAC

ccrccrcaaccCHeclafianfc-aBaracaTaA@TABEEACETCABAcGcAcce  EHlcHlAGAGGAGACAAGTCGTAACAAGGTAAGCATACTGGAARAGTGTGCTTGGEABAAATCAAAGTGTAGCTTAAAMH

s—-rRNA

CCTCCTCAACCCGCCCACAACCAATAAACATATTATTTACATCACCGGCACCC  --CCCAGAGGAGACAAGTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGG AGAAATCAAAGTGTAGCTTAAAC

s-rRNA

CCTCCTCAACCCGCCCACAACCAATAAACATATTATTTACATCACCIGIGCCCGIGGICCAGAGGAGACAAGTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGG AGAAATCAAAGTGTAGCTTAAAC

125 rRNA



1,060 1,070 1,080 1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180
1 1 1

1 1 1 1 1 1 1 1 1 1
Consensus ARAAGCACCTGGCTTACACCCAGAAGATTTCAACTARACAGACCACTTTGAGCCAGACCTAGCCCTACACGACCCCCAACACAACTACGAAGATAACCCAARAACCAAACCATTTACCCCCATAARAGTATA
Translation

Choloepus_didactylus_NC AAAAGCACCEGGCTTACACCCAGGAGATTTCAACTAAACAGACCACTTTGAGCCAGABCTAGCCCTACAFAGCCCACAACBCARCTA--GEABTAGCCCAAAAARCAAACCATTTA-CCACATAAAAGTATA
Translation

I-rRNA

|

Mylodon_darwinii_Delsuc = AAAAGCACCTGGCTTACACCCAGAAGATTTCAACTAAACAGACCACTTTGAGCCAGACCTAGCCCTACACGACCCCCAACACAACTACGAAGATAACCCAAAAACCAAACCATTTACCCCCATAAAAGTATA
Translation

I-rRNA

|

Mylodon_darwinii_Slater AAAAGCACCTGGCTTACACCCAGAAGATTTCAACTAAACAGACCACTTTGAGCCAGACCTAGCCCTACACGACCCCCAACACAACTACGAAGATAACCCAAAAACCAAACCATTTACCCCCATARAAGTATA
Translation

16S rRNA >
1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280 1,290 1,300 1,310 1,320
1 1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus TGTGATAGAAATTATTAACAGGCGCCATAGAGAAAGTACCGCAAGGGAAAGATGAAAGAARAACTAACAGCACAARACAGCARAGACTTACCCTTCTACCTTTTGCATAATGAATTAACTAGARARATCCTT
Translation

Choloepus_didactylus_NC TGEGATAGAAATTATAABEAGCCGCCATAGAGAAAGTACCGCAAGGGAAAGATGAAAGAAGAACTAACAGCAAAAACAGCARAGACEEACCCTTTACCTTTTGCATAATGAATTAGCTAGAAAAGGHCTT
Translation

) I-rRNA )

Mylodon_darwinii_Delsuc = TGTGATAGAAATTATTAACAGGCGCCATAGAGAAAGTACCGCAAGGGAAAGATGAAAGAAAAACTAACAGCACAAAACAGCAAAGACTTACCCTTCTACCTTTTGCATAATGAATTAACTAGAAAAATCCTT
Translation

> I-rRNA >

Mylodon_darwinii_Slater TGTGATAGAAATTATTAACAGGCGCCATAGAGAAAGTACCGCAAGGGAAAGATGAAAGAAAAACTAACAGCACAAAACAGCAAAGACTTACCCTTCTACCTTTTGCATAATGAATTAACTAGAAAAATCCTT
Translation

> 165 rRNA ~



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400 1,410 1,420 1,430 1,440 1,450

1 1 1 1 1 1 1 1 1 1 1 1 1
GCAAAGAGCACTTCAGTAAAAAACCCCGAACCCAGACGAGCTACCTGCGGACAGTATGAAGAACCAATTCATCTATGTGGCAAAATAGTGAAAAGATCCTCAGGTAGAGGEGAAAAGCCAACCGAGCCTGGE

GCAAAGAGCACTTCAGTHAGAAACCCCGAACCCAGACGAGCTACCTGCGGACABBABAAAGAACCAAGETCATCTATGTRGCAAAATAGTGAAGAGATCHTCAGGTAGAGGTGAARAGCCAAICGAGCCTGGE

> I-rRNA >

GCAAAGAGCACTTCAGTAAAAAACCCCGAACCCAGACGAGCTACCTGCGGACAGTATGAAGAACCAATTCATCTATGTGGCAAAATAGTGAAAAGATCCTCAGGTAGAGGTGAAAAGCCAACCGAGCCTGGC

> I-rRNA >

GCAAAGAGCACTTCAGTAAAAAACCCCGAACCCAGACGAGCTACCTGCGGACAGTATGAAGAACCAATTCATCTATGTGGCAAAATAGTGAAAAGATCCTCAGGTAGAGGTGAAAAGCCAACCGAGCCTGGC

> 16S rRNA >

1,460 1,470 1,480 1,490 1,500 1,510 1’5.20 1,530 1,540 1,550 1,560 1,570 1,580

1 1 1 1 1 1 1 1 1 1 1 1
GATAGCTGGTTGTCCAGAAACCGAATCTAAGTTCAACCTAAAATCTGCCTGAAGAACATAACACCAAATCTTAACGCARATTTTAGATATAGTCATICAG|GGTACAGCTCTGECGA-[CAAGGGACARACCC

GATAGCTGGTTGTCCAGGAACCGAATCEAAGTTCAACHTAAAATHTGCCTRAAGAACARGACACHGAATCEBAAECCAAABTTTABATATARTCAGCAGEGGTACAGCTCTGECCARMEAAGGGACAAACCC

> I-rRNA >

GATAGCTGGTTGTCCAGAAACCGAATCTAAGTTCAACCTAAAATCTGCCTGAAGAACATAACACCAAATCTTAACGCAAATTTTAGATATAGTCAICAGIGGTACAGCTCTG.GA —CAAGGGAIAAACCC

> I-rRNA >

GATAGCTGGTTGTCCAGAAACCGAATCTAAGTTCAACCTAAAATCTGCCTGAAGAACATAACACCAAATCTTAACGCAAATTTTAGATATAGTARNCAGEENTARGHCECACGccA EcaAl@8AcarACCC

D, 165 rRNA —
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Translation
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Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation
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Translation

Consensus
Translation
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Choloepus_didactylus_NC
Translation
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Translation

Mylodon_darwinii_Slater
Translation

1,590 1,600 1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1’7.00 1’7|10

1 1 1 1 1 1 1 1 1 1 1
CACCTAGAGAGTAACTTTCTTTTTTCCCCTCCATAGTAGGCCCAAAAGCAGCCACCAATAAAGAAAGCGTTCAAGCTCAACAGCAACAGCATT - -~ - AAAAATTCCGAAACAAACCTCCAACTCCTAGG -~ ~

cBccracacacTa---GcBBTEETGCCCTCCATAGTAGGCCCAAAAGCAGCCACCAATAGAGAAAGCGTECAAGCTCAACAGCAACAGCABBRBEAAAAAATTCCRAGACAGACCECCAACTCCTACEEEE

> I-rRNA >

CACCTAGAGAGTAACTTTCTTTTTTCCCCTCCATAGTAGGCCCAAAAGCAGCCACCAATAAAGAAAGCGTTCAAGCTCAACAGCAACAGCATT AAAAATTCCGAAACAAACCTCCAACTCCTAGG

> I-rRNA >

CACCTAGAGAGTAACTTTCTTTTTTCCCCTCCATAGTAGGCCCAAAAGCAGCCACCAATAAAGAAAGCGTTCAAGCTCAACAGCAACAGCATT AAAAATTCCGAAACAAACCTICAACTCCTAGG

> 16S rRNA >
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E68ccBcBrcBccAclAATCTATAACAATAGAAGAAATAATGETAATATAAGTAACAAGAATAAATTTCTCCABGCACAAGCTTATATCAGAACGGACCCACCACTGATAATTAACAACCAGACTTEEACAC

> I-rRNA >

CCTCTACTGGACCAATCTATAACAATAGAAGAAATAATGTTAATATAAGTAACAAGAATAAATTTCTCCATGCACAAGCTTATATCAGAACGGACCCACCACTGATAATTAACAACCGGACTTTTACAC

> I-rRNA >

CCTCTACTGGACCAATCTATAACAATAGAAGAAATAATGTTAATATAAGTAACAAGAATAAATTTCTCCATGCACAAGCTTATATCAGAACGGACCCACCACTGATAATTAACAACCGGACTTTTACAC

D, 165 rRNA —
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Translation
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accacBarafrG88BccacTcTERCCcCAfireTTAACCCAACACAGCERTGCEBACTGGAAAGATTAAAAGAAGHABAAGGAACTCGGCAAAGABAAATCCCGCCTGTTTACCAAAAACATCACCTCTAGCAT

> I-rRNA >

ACCACTAAACATATTCAAGTCTICCCCACTGTTAACCCAACACAGGTGTGCATACTGGAAAGATTAAAAGAAGCAGAAGGAACTCGGCAAATATAAATCCCGCCTGTTTACCAAAAACATCACCTCTAGCAT

> I-rRNA >

ACCACTAAACATATTCAAGTCT-CCCCACTGTTAACCCAACACAGGTGTGCATACTGGAAAGATTAAAAGAAGCAGAAGGAACTCGGCAAATATAAATCCCGCCTGTTTACCAAAAACATCACCTCTAGCAT

> 16S rRNA >

1’9.90 2'0.00 2’0.10 2’0.20 2’0.30 2’0.40 2’0.50 2’0.60 2’0.70 2’0.80 2‘0.90 2’1.00 2’1.10

@
»
Q
ii
ii
ii
Q
||
ii
ii
Q
a
Q)
a
Q
ii
ii
Q
=11
ii
@Q
]
‘i
‘i
@
ii
ii
ii
Q
ii
Q)
>
Q
iI

AACAATATTAGAGGCACTGCCTGCCCAGTGACATATGTTAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATCATTTGTTCTETAATTAAGGACTTGEBATGAAAGGCHlAACGAGGATTTTACT

> I-rRNA >

AACAACTATTAGAGGCACTGCCTGCCCAGTGACATATGTTAAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATCATTTGTTCTTTAATTAAGGACTTGTATGAAAGGCCCAACGAGGATTTTACT

> I-rRNA >

AACAACTATTAGAGGCACTGCCTGCCCAGTGACATATGTTAAACGGCCGCGGTACCCTGACCGTGCAAAGGTAGCATAATCATTTGTTCTTTAATTAAGGACTTGTATGAAAGGCCCAACGAGGATTTTACT

D, 165 rRNA —
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GTCTCCTECTTCCAATCAGTGAAATTGACCTCCCCGTGAAGAGGCHGGeATARACCcTABAAGACGAGAAGACCCTABGGAGCTTRAATTAABTAGCCTAAETGCABATTHBCECEABCcCcAACAGEAA-BAAC

> I-rRNA >

GTCTCCTGCTTCCAATCAGTGAAATTGACCTCCCCGTGAAGAGGCGGGGATAGACCTACAAGACGAGAAGACCCTATGGAGCTTCAATTAATTAGCCTAACTGCA ATTCTCACAAACCAACAGGAATTAAC

> I-rRNA >

GTCTCCTGCTTCCAATCAGTGAAATTGACCTCCCCGTGAAGAGGCGGGGATAGACCTACAAGACGAGAAGACCCTATGGAGCTTCAATTAATTAGCCTAACTGCA ATTCTCACAAACCAACAGGAATTAAC

> 16S rRNA >

2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350 2,360 2,370

1 1 1 1 1 1 1 1 1 1 1 1 1
CACCTGCAGCCTAGCCTAACAATTTCGGTTGGGGTGACCTCGGAGCACAAACAAACCTCCGAATGGCTACATACTCAGACCTTACCAGTCGACGTACCTCAATACCATTAATTGATCCAAGCAATTGATCAA

caccBccaABCCTAGECTAGCAATTTCGGTTGGGGTGACCTCGGAGCACAAACAAACCTCCGAATGACTAMEEACTHAGACCTEACCAGTCEACATACHTCAABECCABTAATTGABCCAAGCAATTGATCAA

> I-rRNA >

CACCTGCAGCCTAGCCTAACAATTTCGGTTGGGGTGACCTCGGAGCACAAACAAACCTCCGAATGGCTACATACTCAGACCTTACCAGTCGACGTACCTCAATACCATTAATTGATCCAAGCAATTGATCAA

> I-rRNA >

CACCTGCAGCCTAGCCTAACAATTTCGGTTGGGGTGACCTCGGAGCACAAACAAACCTCCGAATGGCTACATACTCAGACCTTACCAGTCGACGTACCTCAATACCATTAATTGATCCAAGCAATTGATCAA

D, 165 rRNA —



2,380 2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460 2,470 2,480 2,490 2,500

1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus CGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTTCAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACACCCTAATGGCGCAACCGCTATTGATGGTTCGTTTGTTCAAC
Translation

Choloepus_didactylus_NC [BGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTECAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACAHCCEAATGGCGCAGCAGCTATTAAGGGTTCGTTTGTTCAAC
Translation
> I-rRNA >

Mylodon_darwinii_Delsuc = CGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTTCAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACACCCTAATGGCGCAACCGCTATTGATGGTTCGTTTGTTCAAC
Translation
> I-rRNA >

Mylodon_darwinii_Slater CGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTTCAGAGTCCATATCGACAATAGGGTTTACGACCTCGATGTTGGATCAGGACACCCTAATGGCGCAACCGCTATTGATGGTTCGTTTGTTCAAC
Translation

> 16S rRNA >
2,510 2,520 2,530 2,540 2,550 2,560 2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640
1 1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus GATTAAAGTCCTACGTGATCTGAGTECAGACCGGAGCAATCCAGGTCGGTTTCTATCTATAAACCTTTTCTCCCAGTACGAAAGGACAAGAGAAATGGGGCCCATTCTACGAGAACGCCCCAAAGTCARATA
Translation

Choloepus_didactylus_NC GATTAAAGTCCTACGTGATCTGAGTTCAGACCGGAGCAATCCAGGTCGGTTTCTATCTATAAACCTTTTCTCCCAGTACGAAAGGACAAGAGAAABARCGCCccABTCBACArGAGCGCCClARAGTEAAATA
Translation
> I-rRNA >

Mylodon_darwinii_Delsuc = GATTAAAGTCCTACGTGATCTGAGTTCAGACCGGAGCAATCCAGGTCGGTTTCTATCTATAAACCTTTTCTCCCAGTACGAAAGGACAAGAGAAATGGGGCCCATTCTACGAGAACGCCCCAAAGTCAAATA
Translation
> I-rRNA >

Mylodon_darwinii_Slater GATTAAAGTCCTACGTGATCTGAGTTCAGACCGGAGCAATCCAGGTCGGTTTCTATCTATAAACCTTTTCTCCCAGTACGAAAGGACAAGAGAAATGGGGCCCATTCTACGAGAACGCCCCAAAGTCAAATA
Translation
> 165 rRNA S
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Consensus
Translation
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Translation
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2,650 2,660 2,670 2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770
1 1 1 1 1

@
g
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1
!-
@
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(9]
g
[}
@
B
@ -
e
@Q
g
@Q
i
I
@ -
=
@Q
‘

GATGAAGEAATCTAAATCTAATEEACECCEE8CE8CcGECBACCCEAAACCAGGETTTGTTAAGATGGCAGAGCCCGGGEAATTGCATAAAACTTAAACCTTTATAATCAGAGGTTCAAiTCCTCTTCTTAAC

[-rRNA

GATGAATCAATCTAAATCTAATCAACTCCTAACAAC CAACCCCAAACCAGGGTTTGTTAAGATGGCAGAGCCC GGTAATTGCATAAAACTTAAACCTTTATAATCAGAGGTTCAACTCCTCTTCTTAAC

[-rRNA

‘

GATGAATCAATCTAAATCTAATCAACTCCTAACAAC  CAACCCCAAACCAGGGTTTGTTAAGATGGCAGAGCCC GGTAATTGCATAAAACTTAAACCTTTATAATCAGAGGTTCAACTCCTCTTCTTAAC

> 16S rRNA

2’7.80 2’7.90 2’8.00 2’8.10 2'8.20 2’8.30 2’8.40 2’8.50 2’8.60 2’8.70 2,8ISO 2’8.90 2’9.00

AA-AATGCTCTECACCAACATCCTATGCCTAATCATCCCCATCCTTTTAGCCGTGGCATTCCTAACGCTAGTAGAACGAARAATCCTAGGCTACATGCAACTCCGCAAGGGGCCARACATTGTAGGACCTTA

aaflaarccrcBEcacliaacaTccrarccliTaaTlaTlcclaTlicT@rTAaccceTHGCATTCCTAACGCTAGTAGAACGAAAARATCCTAGGCTACATRCAAITHECccCArBGGECccBarcATBcTBGGACCATA

[ EERN - K3 RS 2 EY EWS REJ 00 EES 0 Rs RN B 00 BI

ND1 gene

4

aAA AATGHTCcTEAAEcAACATCCTATGCCTAATCATCCCCATCCTTTTAGCCGTGGCATTCCTAACGCTAGTAGAACGAAAAATCCTAGGCTACATGCAACTCCGCAAGGGGCCAAACATTGTAGGACCTTA
M rfLiT N T cliT T PITL L AWIA FILIT[LIVIEIR KIT'L'G Y M Q/LIR K G P N I[W 6 P Y

ND1 gene

‘¢’

aA AGRcTcrecaccaACARGRAAGCRCEAABCATCCCCATCCTTTTAGCCGTGGCATTCCTAACGCTAGTAGAACGAAAAATCCTAGGCTACATGCAACTCCGCAAGGGGCCAAACATTGTAGGACCTTA

ND1 gene

2
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Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

2,910 2,920 2,930 2,940 2,950 2,960 2’9.70 2’9|80 2‘9.90 3,000 3,010 3,020 3,030

1 1 1 1 1 1 1 1 1 1
CGGCTTACTTCAACCAGIICGCAGATIGCAGTGAAACTATTCACCAAGGAACCTCTACGCCCACTCACCTCATCCAAACTAATATTCACCATCGCCCCAACACTGGCCTTCACCCTAGCCCTAACCCTATGAAT

ccc@racTBcanccacBcccacaliccaB@ArracTarTcaccarBeagecBeracBeccactecacl8reaTceannfit@ararTlaclaTlcccccanacacTBeci@rcacccTaceccTBaccCTATGART
p aanDacT kMEIF T kEN?ENE pPIENT s s x FIMIF @0 a p v 0EN ARG v 02N 20BN v BN w T

ND1 gene

cGGCTTACTTCAACCARMCGCGGABGCAGTGAAACTATTCACCAAGGAACCTCTACGCCCACTCACCTCATCCAAACTAATATTCACCATCGCCCCAACACTGGCCTTCACCCTAGCCCTAACCCTATGAAT
GILNEIo P [Tia D AWIKIENF 7 kREEIPIEIR PIENT s s ROIBIMI F 7 [T]a » T[Ela F 7 [E0a 80" &0 v (T

ND1 gene

CGGCTTACTTCAACCAGYCGCAGAYGCAGTGAAACTAITCACCAAGGAACCTCTACGCCCACTCACCTCATCCAAACTAATATTCACCATCGCCCCAACACTGGCCTTCACCCTAGCCCTAACCCTATGAAT

ND1 gene

3‘0.40 3,050 3’0.60 3,070 3,080 3,090 3,100 3,110 3,120 3,130 3,140 3,150 3’1.60

1 1 1 1 1 1 1 1 1 1
CCCACTCCCAATGCCACACCCACTCATCI/ACCTCAALCTAGGCGTCCTATTCATCCTGGCAGTATCCAGCCTAGCCGTATACTCCATTTTATGATCAGGCTGAGCATCAAACTCARAATACGCCCTAARTCGG

cccecrcccanrTBecaliaccc@ecrcarceaccriaaficTacclBrclirarTcarccTBccacrarccacclitaccceTaracTeccaT@@TAaTGATCEGGCTGAGCATCEAACTCAAAATACGCHC TAAT GG
frpf@iepiMie v P[0T D@ N@ic IiElFloimials simially siITf@w s 6w as N s kY alIliTlic

ND1 gene

CCCACTCCCAATGCCACACCCACTCATCIACCTCAAICTAGGCGTCCTATTCATCCTGGCAGTATCCAGCCTAGCCGTATACTCCATTTTATGATCAGGCTGAGCATCAAACTCAAAATACGCCCTAATCGG

fefEie (M P p BT ~NEIN Bl WLl F (D050 2 W s s@lafWiy sTHEIw s 6 w A s N s K vy afEliT e

ND1 gene

cccactcccaaTcecacBeccacTe@TcBBc cBcBrBGTAGGCGTCCTATTCATCCTGGCAGTATCCAGCCTAGCCGTATACTCCATTTTATGATCAGGCTGAGCATCAAACTCAAAATACGCCCTAATCGG

ND1 gene
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Translation
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Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

3'1|70 3’1.80 3’1|90 3’2.00 3’2|10 3'2|20 3’2|30 3’2|40 3’2|50 3’2.60 3'2|70 3’2.80 3’2|90 3’390
GGCATTACGGGCAGTAGCACAGACAATTTCATACGAAGTCACTCTAGCAAT ATICT CTATCCACCATACTIATAAACGGATCATTCACG -~ =~~~ ~=~==~==~=~—-—- RE\CWELS ¥
-.---_-_-_—I-I-_._—I-I-l— T = om owm om
BcecarraccBecacraccacaBacaarrrcaTaficaacrcacBcraceaaT@aTBcTBecTarccBlceTacTEABAAACGGATCATTCACE ctarcBacBcreaccacac

CAEIR AWIA o T[Ils v EENVI T 0 A MTNITENE] s (ENWINEN T N 6 S F T —-----—-----——-——— - fEls Tl r T
ND1 gene

GGCATTACGGGCAGTAGCACAGACAATTTCATACGAAGTCACTCTAGCAATEBATHcTBcTATCCACCATACTGAMAAACGGATCGETTCACG cTAaTCGACHcTBACCACHAC

AR Al A o TIINs v BENWE T MEN A MITINENE] s T MMUDEMIN G S F T —--------m-—-—-—moo e Blls THElrT T

3,310 3,320 3,330 3,340 3,350 3,360 3,370 3,380 3,390 3,400 3,410 3,420 3,430

1 1 1 1 1 1 1 1 1 1 1 1 1
CCAAGAATACATATGATT ATTCTACCAGCATGACCCCTAACCATAATATGATTCATCTCCACCTTAGCTGAAACCAACCGCGCCCCCTTTGACCTCACCGAAGGAGAGTCAGAACTAGTATCCGGCTTTAA

ccaacan@acararcarTBeT@craccaBcaTcaccceTaaclaTaaTATGATTCABCTClACCTTAGCBGAAACCAACCGRGCcCccccTTBeABcTcliclicaaccacaBrcacanfiTacTAaTCHGGCTTEAA

o fENE Ml w [ENWNEN p v ow P BT MIMIw F T s TIENAMENT N R A p F[DNEN s BEN G NEN s FENENE s 6 F N

ND1 gene

cCAAGAAIACATATGATTGATTCTACCAGCATGACCCCTAACCATAATATGATTCATCTCCACCTTAGCTGAAACCAACCGCGCCCCCTTTGACCTCACCGAAGGAGAGTCAGAACTAGTATCCGGCTTTAA
OBl y M w[EITEl e A w PIEITM M w FIT' s T[ElAMEIT N R A P F DILTElGIEls ENLIV s ¢ FIN

ND1 gene

DN PPN NN INININNAT TCTACCAGCATGACCCCTAACCATAATATGATTCATCTCCACCTTAGCTGAAACCAACCGCGCCCCCTTTGACCTCACCGAAGGAGAGTCAGAACTAGTATCCGGCTTTAA

ND1 gene
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3,440 3,450 3,460 3,470 3,480 3,490 3,500 3,510 3,520 3,530 3,540 3,550 3,560
CGTAGAGTACGCAGCAGGCCCCTTCGCCTTATTCTTTATAGCTGAATACGCCAACATTATCCTAATARATGCCCTCACCACCACCCTATTCTTCGGCGCATTCCACAACCCACTTCTCCCAGAGCTCTACAC

cracaBraccecaccaccliccerTlicccBrarTecrTraTAaccBcaaTaicclaacarTaTcliraaTarATcccTcaccaccEeccTaTTHTTHGGCGCATTHCACAACCCEE@ECcTCccAcABCTCBACAC
(Ve vy A a'c p F AENF F M AfENY A sflr v Al r Fle a FH N p s [flr ENENE T

ND1 gene

CGTAGAGTACGCAGCAGGCCCCTTCGCCTTATTCTTTATAGCTGAATACGCCAACATTATCCTAATAAATGCCCTCACCACCACCCTATTCTTCGGCGCATTCCACAACCCACTTCTCCCAGAGCTCTACAC
WEEf vy A A 6 P F A[BIF FM AMEIY A NTUTIEIM N ABIr v TEIF F G A FH N P[EIEI P MENEIY T

ND1 gene

CGTAGAGTACGCAGCAGGCCCCTTCGCCTTATTCTTTATAGCTGAATACGCCAACATTATCCTAATAAATGCCCTCACCACCACCCTATTCTTCGGCGCATTCCACAACCCACTTCTCCCAGAGCTCTACAC

ND1 gene

3’5.70 3’5.80 3‘5.90 3,6IOO 3,610 3,620 3,630 3,640 3,650 3,660 3,670 3,680 3'6.90

1 1 1 1 1 1 1 1
AATCAACTTCATTACCAAAACCCTAATCCTAACCACCATATTCTTATGGATCCGCGCATCCTACCCACGATTCCGTTATGACCAACTAATACATCTATTATGAAAAAGCTTCCTCCCACTCACCCTAGCCAT

aaTcaAcTTlAaTEACcAAAACCccTAATCCTAACHACHATATTHTTATGEATCCGHGCATCCTACCCACGATTCCGTTABGABCcAACTAATACABCTABTATGAAAAARBITTCCTCCCACTCACCCTAGCCAT

ND1 gene

AATCAACTTCATTACCAAAACCCTAATCCTAACCACCATATTCTTATGGATCCGCGCATCCTACCCACGATTCCGTTATGACCAACTAATACATCTATTATGAARAAGCTTCCTCCCACTCACCCTAGCCAT
T’y FPlT'r X 7[BT0 T 7/M FEIW/IT R & S Yy P R F R Y D QIEIM #[EILlw k s F[Llr[Elr[ilalM

ND1 gene

AATCAACTTCATTACCAAAACCCTAATCCTAACCACCATATTCTTATGGATCCGCGCATCCTACCCACGATTCCGTTATGACCAACTAATACATCTATTATGAAAAAGCTTCCTCCCACTCACCCTAGCCAT

ND1 gene



3,700 3,710 3,720 3,730 3,740 3,750 3,760 3,770 3,780 3,790 3,800 3,810 3,820

1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus ATGCATATGACACGTAGCCACGCCCATCTCATTCGCGAGCATCCCCCCACARACATAAGARATATGTCTGACARAAGAATTACTTTGATAGAGTARACAATAGAGGTTACAGCCCTCTTATTTCTAGARATA
Translation

Choloepus_didactylus_NC  ATGCATATGACACGTABCCACEHCAATCTCATTCGCAAGCATCCCCCCACAAACATAAGAAATATGTCTGACAAAAGAGTTACTTTGATAGAGTAAABAATAGAGAGEECAGCCCTCTTATTTCTAGAAATA
Translation fcmw Bl s v sfils r a s’ 2 0 T ER

ND1 gene

Mylodon_darwinii_Delsuc ATGCATATGACACGTAGCCACGCCCATCTCATTCGCGAGCATCCCCCCACAAACATAAGAAATATGTCTGACAAAAGAATTACTTTGATAGAGTAAACAATAGAGGTTACAGCCCTCTTATTTCTAGAAATA

Translation fcmw B2 7 p[lfls F a siiie 2o 7EH

ND1 gene

Mylodon_darwinii_Slater ATGCATATGACACGTAGCCACGCCCATCTCATTCGCGAGCATCCCCCCACAAACATAAGAAATATGTCTGACAAAAGAATTACTTTGATAGAGTAAACAATAGAGGTTACAGCCCTCTTATTTCTAGAAATA
Translation

ND1 gene

3,830 3,840 3,850 3,860 3,870 3,880 3,890 3,900 3,910 3,920 3,930 3,940 3,950 3,960
1 1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus CAGGACTCGAACCCGTACCTAAGAATTCAAAATTCTTCGTGCTTCCACATTACACCACATTCTAATAGTAAGGTCAGCTAATTAAGCTATCGGGCCCATACCCCGARAATGTTGGTTTATACCCTTCCCATA
Translation

Choloepus_didactylus_NC  cGGGGATHCAACCCCTACCTAAGAAETCAAAATTCTTCCTGCTECCABATTACACCABATTCTAARAGTAAGGTCAGCTAATTAAGCTATCGGGCCCATACCCCGAAAATGTTGCGTEAGACCCTTCCCATA
Translation

Mybdon_danNmH_DeBuc CAGGACTCGAACCCGTACCTAAGAATTCAAAATTCTTCGTGCTTCCACATTACACCACATTCTAATAGTAAGGTCAGCTAATTAAGCTATCGGGCCCATACCCCGAAAATGTTGGTTTATACCCTTCCCATA
Translation

Mylodon_darwinii_Slater CAGGACTCGAACCCGTACCTAAGAATTCAAAATTCTTCGTGCTTCCACATTACACCACATTCTAATAGTAAGGTCAGCTAATTAAGCTATCGGGCCCATACCCCGAAAATGTTGGTTTATACCCTTCCCATA
Translation



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
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3’9.70 3’9.80

Vv

3'9.90 4,OIOO 4’0|10 4,020 4,030 4'0|40 4’0.50 4’0.60 4’0.70 4’0.80 4,OIQO

II
‘I
i‘
@Q
(]
!&
Ii-
ii
ii
ii
Q
ii
|I
||

cTAATTAACCCRBTARCHCTAARCEBCATEABACTEACACTECTCTCAGGAACCATAATCACAATAITTAGCTCACACTGACTCCCAGCCTGAATTGGCCTAGAAATAAACATATTCGCAATAATCCCTATC
faiw T T TENEN s 6 TMITI T M F s s H wiElpr A wlIlcIDUENM NIM|F aA[MIIl P [Tl

ND2 gene

4
H
H

CTAATTAACCCCATAGCCCTAAGCGCCATTATACTGACACTGCTCTCAGGAACCATAATHACAATABTEAGCTCECABTGACTCCEARBCTGAATHGGECTGGAAATHAAEATATTCGCAATAATECCTATC
0N p [0 a0 s AfZTMIE] v [E0E] s ¢ T [MITlr MIDNs s 8 wiEIDIT w (M ¢ IIWENTI N~ Ml r a[MIIl p Il

ND2 gene

.|

CTAATTAACCCCATAGCCCTAABCGCCATTATACTGAC-CTHCTCTCAGGAA--ABGABCACAATAYTTAGCTCRCACTGACTCCCAGCCTGAATTGGCCTAGAAATAAACATATTCGCAATAATCCCTATC

ND2 gene

4’1.00 4,110 4,120 4,130 4,140 4,150 4,160 4,170 4,180 4,190 4,200 4,210 4,220

1 1 1 1 1 1 1 1 1 1 1 1
CTAATATCAAAACATAATCCCCGAGCAACAGAAGCAGCCGCCARATATTTCCTAACACAAGCCACAGCATCCATGCTTCTAATAATGGCCGTGGTAATTAACCTCATGTACTCCGGCCAATGGGCAGTCATA

cTaaTABEAAAACABAABCCBccaficaacacanceacecBecaraTaTTTCCTlCHACAABCCACAGCATCCEBACTTCTAATAATRGCCGTRATAATTAACHTCATATACTCCGGCCAATGERCARTEATA
[ffmT@ix 8 v~ P R s TMEIA A T k v FIIOWIQ T T 2 s A[DUEIM M AWM I '~ FM ¥ s ¢ o w T[T M

ND2 gene

CTAATATCAAAACATAATCCCCGAGCAACAGAAGCAGCCGCCAAATATTTCCTAACACAAGCCACAGCATCCATGCTTCTAATAATGGCCGTGGTAATTAACCTCATGTACTCCGGCCAATGGGCAGTCATA

fiMis x @ ~ P R a2 TfEla 2 A Kk v FIEIT 0 A 1 2 s [MILUEIM M & [WIWIT n[EZiM v s 6 o w a[¥Wim

ND2 gene

CTAATATCAAAACATAATCCCCGAGCAACAGAAGCAGCCGCCAAATATTTCCTAACACAAGCCACAGCATCCATGCTTCTAATAATGGCCGTGGTAATIAACCTCATGTACTCCGGCCAATGGGCAGTCATA

ND2 gene
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4,230 4,240 4,250 4,260 4,270 4,280 4,290 4,300
1 1 1 1 1 1

4

4,310 4,320
i i

W

4,330 4’3.40
HH H

4’3|50

Q
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‘i
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ii
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aaaaTci@@racccafircccaBcaBRBcaT@aTBAaccaTcTccATCRCcCATEAAARTAGGACTHECCCCATTCCABTTCTGAGTACCAGAAGTRACCCAAGGAACCCCHiTACHCECHGCARTAATECTACTA
KIls v pla 1 HIINT v @ s @i r M kMicimia p FE F wileEBIWIr 06T P P

ND2 gene

AAAATCCTTAACCCATTGGCATCATGCATTATTACCATCTCCATCGCCATGAAACTAGGACTCACCCCGTTCCAfirTcTGAGTACCAGAAGTClicccarGeancccc@BTACACTCGGAGTGATTCTACTA
KITEIN PEf2a s clT T T[T s/ aM K[@EIcElrT p F o F wiWlrEIVIs 0 ¢ 7 P[EIH s ¢IVITILIL]

ND2 gene

AAAATCCTTAACCCATTGGCATCATGCATTATTACCATCTCCATCGCCATGAAACTAGGACTCACCCCRTTCCAYTTCTGAGTACCAGAAGTCIRNNAARcAGHTCCHATG-2BTcEARGHEE BT THTECTE

ND2 gene

4,360 4,370 4,380 4,390 4,400 4,410 4,420 4,430 4,440 4,450 4,460 4,470 4,480
ACATGACAAAAACTAGCCCCTATCTCAATCCTCTACCAAATCACAACCTCTATCAACTTCCCACTCCTACTCACAATAGCCATTCTCTCTATTATGGTCGGAGGTTGAGGAGGGCTARACCARACACAGCTA

ACATGACAAAAACTAGCCCCEATCHECAATCHT,

EBficaaarcacaaccrcBarcaacB@cBeactecracreaficaTaccicTBercTcBarTaTACTHCGEGCBTCAGGAGGECTARACCAAACACARCTA
T w o KIEIA PIIiTIM s ofT'T v siZiN P T EUENEIM M AWILIs TTMIvic ¢ w ¢ ¢lmin o T oLl

ND2 gene

ACATGACAAAAACTAGCCCCTATCTCAATCCTCTACCAAATCACAACCTCTATCAACTTCCCACTCCTACTCACAATAGCCATTCTCTCTATTATGGTCGGAGGTTGAGGAGGGCTAAACCAAACACAGCTA

T w oo K[E|lA P[T]s[TIElyY QT 7T 7 s[IT'N F P [ENENE] T [M aT0E]s T MIWic ¢ w 6 6lEIN o T oLl

ND2 gene

ICITIACIAAAACTAGCCCCTATCTCAATCCTCTACCAAATCACAACCTCTATCAACTTCCCACTCCTACTCACAATAGCCATTCTCTCTATTATGGTCGGAGGTTGAGGAGGGCTAAACCAAACACAGCTA

ND2 gene
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4,500 4,510 4,520 4,530 4,540 4,550 4,560 4,570 4,580 4,590 4,600 4,610 4,620
CGAAAAATCATAGCCTACTCATCCATCGCCCACATGGGATGAATAACGG N JATCH

cearAAATCATAGCCTAircaTclaTcecccacaTlBecaTrcarTAACHGCBAaTCcATTACATABAACCCCACCHTAATEAGCHTAAACCTCEERAT

R KT M A Y S

cTaccTBcTcA@AACEACCTCAATATTC
sfIia HMic wiMir ATl v N p v [ B0 v @0~ T [T---m- Oy @WENr v v s Ml F

ND2 gene

CGAAAAATCATAGCCTACTCATCCATCGCCCACATGGGATGAATAACGGCTATCATTACATAlAACCCCACCCTAATGATCETAAACCTCETGAT
R K[IWM|Aa v s s(Tla HMiGe wiMlr af[fiTirT v N P

ND2 gene

CTACITTCTCATAACGACCTCAATATTC

NN T R T A — Ny ENENEN T T s B

CGAAAAATCATAGCCTACTCATCCATCGCCCACATGGGATGAATAACGCHTETCETTA-———————- ccaficcBclir@8rceTEcEEGCHTEA TEARRScEcECE A ECc TTcTCATAACGACCTCAATATTC

ND2 gene

4’6.30 4’6.40 4’6.50 4,660 4,670 4,680 4,690 4,700 4,710 4,720 4,730 4,740 4,750

1 1 1 1 1 1 1 1 1 1
CTCCTATTCATTCAACAATCATCAACCACCACCCTGGCACTTACACATACATGAAACA-CCATACCACTCCTAGCCACCCTAATGGCCGCCGTACTCCTGTCTATAGGTGGACTCCCACCCCTATCAGGATT

cTlicra@rcaTBc@acaarcarcaaccaccaclicreecacTBacacaacarcanraia cca@accacrecraBccacceTaaTBEEcEAcceTAfiTEcTATCEATAGGEGGACTHCCBCcCcCccTATCAGGATT
pos st r@iafElriE T wiN -7 7T P ENENT v v (WNENEN s Mic clEle p NS 6 F

ND2 gene

CTCCTATTCATTCAACAATCATCAACCACCACCCTGGCACTTACACATACATGAAACA CCATACCACTCCTAGCCACCCTAATGGCCGCCGTACTCCTGTCTATAGGTGGACTCCCACCCCTATCAGGATT
s T v r[EAMEITE T W N -TIMPIEIEA TEIM A AWIEIL]s M 6 cElPr PILIs G F

ND2 gene

el r T 0 o s

CTCCTATTCATTCAACAATCATCAACCACCACCCTGGCACTTACACATACATGAAACAICCITICCACTCCTAGCCACCCTAATGGCCGCCGTACTCCTGTCTATAGGTGGACTCCCACCCCTATCAGGATT

ND2 gene
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4'7|60 4,770 4,780 4,790 4,800 4,810 4,820 4,830 4’8.40 4’8.50 4‘8.60 4’8.70 4’8.80

1 1 1 1 1 1 1
CCTACCCAAATGAATAATCATTCAAGAAATAACAAAAAACGGCCTAATTATCATACCCACAGTAATAGCCATCCTAGCATTACTCAATCTATACTTTTACATACGCCTTATCTACTCCACATCACTCACACT

CCTACCCAAATGAATAATCATECAGGAGATAACAAAAAAAACcTAATTEGTEATACCCACARTAATAGCCATCCTAGCAGTACTCAABCTETACTTTTAATACGCCTBATCTACTCCACATCACTCACACT
B x wiMITUI o ENM 1 Kk N NIDUITIVEM p 7 (MM A (TS0 A 0TI N fE0 y F v MR ETI Yy s v s [0 0@

ND2 gene

CCTACCCAAATGAATAATCATTCAAGAAATAACAAAAAACGGCCTAATTATCATACCCACAGTAATAGCCATCCTAGCATTACTCAATCTATACTTTTACATACGCCTTATCTACTCCACATCACTCACACT
Bl P x w [ MITUIN o BENM] ¢ x N 6 MENTITOMI p v [WNMI A (TG0 A fENEN v 0EN v F v (MO R MENNTI v s 7 s JE0 r (@

ND2 gene

CCTACCCAAATGAATAATCATTCAAGAAATAACAAAAAACGGCCTAATTATCATACCCACAGTAATAGCCATCCTAGCATTACTCAATCTATACTTTTACATACGCCTTATCTACTCCACATCACTCACACT

ND2 gene

4,890 4,900 4,910 4,920 4,930 4,940 4,950 4,960 4,970 4,980 4,990 5,000 5,010
ATTCCCGTCCACCAACAATACAAAAATCAAGTGGCAATTTAAATCCACCACACCCTCCCCCATCACACCAACCCTAATCGCCCTATCCACAATAATTATTCCCCTATCACCAATACTCTGTACTCTAGAATA

ArTliccBREccacliancan@acliaaaaTcanBrcBcaarTrarrBccaccacaccBBcBcccBrcacaccanclicreaT@ificcTaTccacara@AATTATTCCCCTATCACCAATACTRTCEABBC TAGAATA

Br p r 7 KBl wElr e r e p rEllr r r IS

ND2 gene

T v [ - s - B c S

ATTCCCGTCCACCAACAATACAAAAATCAAGTGGCAATTTAAATCCACCACACCCTCCCCCATCACACCAACCCTAATCGCCCTATCCACAATAATTATTCCCCTATCACCAATACTCTGTACTCTAGAATA

T T p s pMET p T [ENNT AN s

ND2 gene

frp s /N N T KIIIK W Q F K S T [MNTT p BEN s ¢ IMINEN c T [EENE

ATTCCCGTCCACCAACAATACAAAAATCAAGTGGCAATTTAAATCCACCACACCCTCCCCCATCACACCAACCCTAATCGCCCTATCCACAATAATTATTCCCCTATCACCAATACTCTGTACTCTAGAATA

ND2 gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

5,020 5,030 5,040 5,050 5,060 5,070 5,080 5,090 5’1|00 5,110 5,120 5,130 5’1|40

1 1 1 1 1 1 1 1 1 1 1
GGGGCTTAGGATAACAATAGACCAAGGGCCTTCARAGCCCTAAGCAAGTATAAGATACTTAGCCCCTGCACAAGGACTGCAAGACTTCATCTTACATCTGTTGAATGCAAATCAAACACTTTAATTAAGCTA

GGHGETTAGGATAACAG-AGACCGAGHGCCTTCAAAGCCCTAAGCAAGTABAARABACTTABCHCCTGCACAAGGACTGCAAGACETCABCTTACATCTGTTGAATGCARAATCAAARACTTTAATTAAGCTA

GGGGCTTAGGATAACAATAGACCAAGGGCCTTCAAAGCCCTAAGCAAGTATAAGATACTTAGCCCCTGCACAAGGACTGCAAGACTTCATCTTACATCTGTTGAATGCAAATCAAACACTTTAATTAAGCTA

]
4
e NA A

GGGGCTTAGGATAACAATAGACCAAGGGCCTTCAAAGCCCTAAGCAAGTATAAGATACTTAGCCCCTGCACAAGGACTGCAAGACTTCATCTTACATCTGTTGAATGCAAATCAAACACTTTAATTAAGCTA

5,150 5,160 5,170 5,180 5,190 5,200 5,210 5,220 5,230 5,240 5,250 5,260 5,270 5,280

1 1 1 1 1 1 1 1 1 1 1 1 1 1
AGTCCTCACTAGATTGATGGGTTTTGATCCCATGAAATTTTAGTTAACAGCTAAATACCCTAACACACTGGCTTCAATCTACTTCTCCCGCCGCGARRAAAARAGGCGGGAGAAGCCCCGGCAGGGTT-ARG

AGTCCTCACTAGATTGATGGGETTEAATCCCABGAAATTTTAGTTAACAGCTAAABECCCTAACACACTGGCEBTCAATCTACTTCTCCCGCCHCCGEEEAAAAAAGGCGGGAGAAGCCCCGGCAGRRATTEAAG

AGTCCTCACTAGATTGATGGGTTTTGATCCCATGAAATTTTAGTTAACAGCTAAATACCCTAACACACTGGCTTCAATCTACTTCTCCCGCCGCGAAAAAAAAAGGCGGGAGAAGCCCCGGCAGGGTT AAG

AGTCCTCACTAGATTGATGGGTTTTGATCCCATGAAATTTTAGTTAACAGCTAAATACCCTAACACACTGGCTTCAATCTACTTCTCCCGCCGCGAAAAAAAAAGGCGGGAGAAGCCCCGGCAGGGTT AAG




Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

5,290 5,300 5,310 5,320 5,330 5,340 5,350 5,360 5,370 5,380 5,390 5,400 5,410

1 1 1 1 1 1 1 1 1 1 1 1 1
CTGCTTCGCTGAATTTGCAATTCAACATGATATTTACACCACGGGGCTGTGGCARAAAGGGGGCTCT -ACCCCTGTCTTTAGATTTACAGTCTAATGCTTTCTCAGCCATTTTACCTATGTTCATCACCCGT

CTGCTTCGCTGAATTTGCAATTCAGHATGATATETHCACCACGRGACTATGGCAAAAAGGGGHCTCTBACCCCTGTCTTTAGATTTACAGTCTAATGCTTBCTCEGCCATTTTACCTATGTTRGTCACCCGHE

COX1...

H
o

CTGCTTCGCTGAATTTGCAATTCAACATGATATTTACACCACGGGGCTGTGGCAAAAAGGGGGCTCT ACCCCTGTCTTTAGATTTACAGTCTAATGCTTTCTCAGCCATTTTACCTATGTTCATCACCCGT
F R
COX1...

H

CTGCTTCGCTGAATTTGCAATTCAACATGATATTTACACCACGGGGCTGTGGCAAAAAGGGGGCTCT ACCCCTGTCTTTAGATTTACAGTCTAATGCTTTCTCAGCCATTTTACCTATGTTCATCACCCGT

- R

COX1...

5’4.20 5’4.30 5’4.40 5’4.50 5'4.60 5’4.70 5’4.80 5’4.90 5,500 5,510 5,520 5,530 5,540

1 1 1 1 1
TGATTATTCTCAACAAACCACAAAGACATCGGAACCTTATACCTATTGTTTGGCGCCTGAGCTGGAATGGTAGGCACCGCCCTGAGCCTTCTAATCCGAGCCGAACTAGGGCAGCCAGGAACGCTACTGGGE

TGATTATTCTCAACAAACCACAAAGACATHcGAACCTTATABCTABTETTBGCCGCccTeAGCBecarTReTAGGCcACHGcccTBAGCcTEGCcTAATCCGBCClcaGeTACGGRCAGCCAGGAACEETACTRGGC

wiBlr s /N H K DT 6 [ v [EUEIF ¢ A w a ¢/MIWlic v afEls [EIEIT R afENEIG 0 P 6 1 [ENEIG

COX1 gene

TGATTATTCTCAACAAACCACAAAGACATCGGAACCTTATACCTATTGTTTGGCGCCTGAGCTGGAATGGTAGGCACCGCCCTGAGCCTTCTAATCCGAGCCGAACTAGGGCAGCCAGGAACGCTACTGGGC
T Y F S P T

=
o]
12)
=]
=
>
=
>
=]
>
o
>

COX1 gene

TGATTATTCTCAACAAACCACAAAGACATCGGAACCTTATACCTATTGTTTGGCGCCTGAGCTGGAATGGTAGGCACCGCCCTGAGCCTTCTAATCCGAGCCGAACTAGGGCAGCCAGGAACGCTACTGGGC

witir s /8N B K DIIlG 7By [ENEIFr e A W A GIMIWIGc r 2Ll s MIENT R AENEIGc o P 6 1 [ENEIG6

COX1 gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

5,550 5,560 5,570 5,580 5,590 5,600 5,610 5,620 5,630 5,640 5,650 5,660 5,670

1 1 1 1 1 1 1 1 1 1 1 1 1
GACGACCAGATTTACAACGTAATCGTTACCGCGCATGCGTTCGTCATAATCTTTTTTATGGTCATGCCAATTATGATTGGTGGTTTCGGGAACTGACTAGTTCCACTAATAATCGGAGCCCCCGATATGGCG

caccaccaBat@racaaceraarcerfaccccBeaBecBrreeTcaTaTlirTTTTTATGGTRATECCAATEATGATTGGTGETTTCGGRAACTGATAGTECCABTGATAATHGGAGCHCCCeABATGGCH
Yy NIWITOwl T A H A FINIMI I F FIMIVIM P[ITMII G G F 6 N w[EI¥Vlp[EiM I ¢ a P DM A

COX1 gene

GACGACCAGATTTACAACGTAATCGTTACCGCGCATGCGTTCGTCATAATCTTTTTTATGGTCATGCCAATTATGATTGGEBGGTTTCGGGAACTGACTAGTTCCACTAATAATCGGAGCCCCCGATATGGCG
> p oIy NIWITUWIT A H A FIWIMII F FMIFIM pITMII'c ¢ F ¢ N wiDWwlre @M I G A P DM A
COX1 gene

GACGACCAGATTTACAACGTAATCGTTACCGCGCATGCGTTCGTCATAATCTTTTTTATGGTCATGCCAATTATGATTGGTGGTTTCGGGAACTGACTAGTTCCACTAATAATCGGAGCCCCCIATATGGCG

Yy NIV T a'E A FIVIMIT P FIMIVIH P ITTMIIN G 6 FIG N WLV P [EEMIT e A P NM 2

COX1 gene

5‘6.80 5’6.90 5’7.00 5’7.10 5’7.20 5‘7.30 5’7.40 5’7.50 5’7.60 5’7.70 5‘7.80 5’7.90 5’8.00

TTTCCTCGAATAAATAACATGAGCTTCTGACTGCTACCACCCTCATTCCTACTGCTACTCGCTTCCTCCATGGTAGAAGCAGGCGCTGGCACAGGCTGGACCGTGTACCCACCTCTAGCGGGCAACCTGGCC

rT@ccrccaaTaan@aacaTBaceTreTrcAcTECTACCACCETCATTCCTACTHCcTGCTCACETCcCcTCEATREGTAGAAGCAGGCGCRGGCACAGGCTGRACHGTATACCCEGCCBecTAGCRGGCAACCTGGCC

F P R[M N N[M s

F wliEiEle p s FIENENENEI r s s IMOWWEN A 6 2 ¢ v/ ¢ w Ty p pOElA G NIE A

COX1 gene

TTTCCTCGAATAAATAACATGAGCTTCTGACTGCTACCACCCTCATTCCTACTGCTACTCGCTTCCTCCATGGTAGAAGCAGGCGCTGGCACAGGCTGGACCGTGTACCCACCTCTAGCGGGCAACCTGGCC

F P RIMIN N(M|s F w(iEIElr P s FIENENENE] A s s MIWNEN2 ¢ a ¢ 7/6 w @ v » P [Ela 6 N[ElaA

COX1 gene

TTTCCTCGAATAAATAACATGAGCTTCTGACTGCTACCACCCTCATTCCTACTGCTACTCGCTTCCTCCATGGTAGAAGCAGGCGCTGGCACAGGCTGGACCGTGTACCCACCTCTAGCGGGCAACCTGGCC

F P RIMIN NIMIs F wiBli@le P s FENENENEN 2 s s (MIVIEI A ¢ a6 7/6¢ w @y p P [Ela ¢ NIElaA

COX1 gene



Consensus
Translation
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Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

5,810 5,820 5’8|30 5,840 5’8|50 5'8.60 5,870 5’8.80 5’8|90 5’9.00 5'9.10 5,920 5’9|3O 5,94}0

!!
)
Q
(9]
=
ii
G
a
ii
‘i
Q
5
@
||
@Q
@
=11
||
ii-
||

catccacc@8carcacrceafictBacTar@rrliTcBctlcaccTéecaceeaTcTcAaATcAATEETAGGECCCATHAAETTEA TEACBACEATTATTAACATAAAACCCCCRBGCCATGTCCCAGTACCARACC
'BEac p sIWIDIE /I F sIEIEMEIA ¢/T's sIi@le ANy Fl@lr 77T N Mk P P A[MIS 0 Y QT

COX1 gene

CATGCAGGAGCATCAGTCGACCTGACTATTTTCTCTCTACACCTAGCAGGAATCTCATCAATTTTAGGTGCCATCAACTTCATCACTACCATTATTAACATAAAACCCCCTGCCATGTCCCAATACCAAACC
B a'c 2 siipDMEN I r sl ENMNA ¢Is siTl@lce Aallily FiIIir 70 Z NIk p P aAMIs Q ¥ O T
COX1 gene

CATGCAGGAGCATCAGTCGACCTGACTATTTTCTCTCTACACCTAGCAGGAATCTCATCAATTTTAGGTGCCATCAACTTCATCACTACCATTATTAACATAAAACCCCCTGCCATGTCCCAATACCAAACC

ale a sioiElriTir sIEIEIEN 2 ¢lTls sfif@lie aliy Fifir t@iT NIk P P AfMI s 0 v QT

COX1 gene

5,950 5,960 5,970 5,980 5,990 6,000 6,010 6,020 6,030 6,040 6,050 6,060 6,070

1 1 1 1 1 1 1 1 1 1 1 1 1
CCACTGTTCGTATGATCGGTTCTGGTCACAGCGGTCCTCCTTCTCCTTTCGCTCCCTGTACTAGCCGCCGGAATTACCATGCTCCTAACAGACCGCAACTTAAACACTACATTCTTTGACCCGGCCGGAGGA

cc@lrcrrlcT@rcaTcEATBcTcETEACGcCBeTccTccTTeTCCcTBTCcECcTCcCcCcRBeTACTAGCCCCiceaaT@ACccATRECcTCcTGACAGACCGCAACTTAAAACEACATTHTTTCAICClGCcCcecaceE

Pl F Wl w s (THENT v A [WIENENENE s (B p (WNE0 A A ¢ T|7 MIENEIr D R NJEIN T T F F D P A G G

COX1 gene

CCACTGTTCGTATGATCGGTTCTGGTCACAGCGGTCCTCCTTCTCCTTTCGCTCCCTGTACTAGCCGCCGGAATTACCATGCTCCTAACAGACCGCAACTTAAACACTACATTCTTTGACCCGGCCGGAGGA

Lol
=
4]
H
>

F S

>
>

H
H
o]
o

P T T R

L]
g

COX1 gene

CCACTGTTCGTATGATCGGTTCTGGTCACAGCGGTCCTCCTTCTCCTTTCGCTCCCTGTACTAGCCGCCGGAATTACCATGCTCCTAACAGACCGCAACTTAAACACTACATTCTTTGACCCGGCCGGAGGA

PRl r W w s [NINENWN v 2 [WNENEUNENE] s 2 p (WEN A A2 TN T (MUENE T /D R NIEIN T T F F[D P A G G

COX1 gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation
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Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

6,0ISO 6’0.90 6,100 6,110 6,120 6,130 6,140 6,150 6,160 6’1.70 6,180 6,190 6,200

1 1 1 1 1 1 1 1 1 1
GGTGACCCCATCCTATACCAACATCTATTCTGATTCTTCGGACACCCTGAGGTCTACATTCTTATCCTCCCAGGCTTCGGCATGATTTCTCACATTGTCACATATTACTCTGGAARAAAGGAACCATTCGGC

cGBcacccaT@lraTaficaacatfirarrcrearreTrrcccacaABiccBeaBeTcTaABATTCTTATCCTRCCAGGCTTCGGHATEATETCBCcABATTGTCACATABTACTCBGGARAAAAGGAACCHTTHCGC
‘e p pIWENy o HIEIFr w F F 6 H P JENV v TNZNINEN P ¢ F ¢MIT s HIIWIT v v s 6 K KEI?P F G

COX1 gene

GGTGACCCCATCCTATACCAACATCTATTCTGATTCTTCGGACACCCTGAGGTCTACATTCTTATCCTCCCAGGCTTCGGCATGATTTCTCACATTGTCACATATTACTCTGGAAAAAAGGAACCATTCGGC
‘e o p@IWENy o HFMNF w F FlG H p ENVI Yy [TIENINEN » ¢ FleMITlis BEIIIWIT v v s'¢c kK x@ElpP F G
COX1 gene

GGTGACCCCATCCTATACCAACATCTATTCTGATTCTTCGGACACCCTGAGGTCTACATTCTTATCCTCCCAGGCTTCGGCATGATTTCTCACATTGTCACATATTACTCTGGAAAAAAGGAACCATTCGGC

fc o plENy o HiElr w F Flc H p [ENVN vy (DINENTNE » ‘¢ Fle MUl s (EITW ¢ v v sic k xElp Fle

COX1 gene

6,210 6,220 6,230 6,240 6’2.50 6,260 6,270 6,280 6,290 6,3:00 6,310 6,320 6,330

1 1 1 1 1 1 1 1 1 1 1
TACATAGGGATAGTGTGAGCTATAATGTCGATTGGATTCCTAGGGTTCATTGTCTGAGCTCACCACATGTTCACAGTAGGAATGGACGTGGACACACGAGCATACTTCACATCAGCGACCATAATTATTGCT

TafiaTeecliaTacTATGAGCEATAATATCAATTGGATTCCTAGCET THATTGTlTCAGCBCACCACATGTTHACGETAGGAATEGACCTRGABACACGAGCATACTTCACATCAGCEACCATAATEATTGCT

vy (Ml MIV]w afMiM s (Tic FiEie FITIWIw a8 BE/M F t[@i¢ M pWip R A Y F T s A T[MIITa

COX1 gene

TACATAGGGATAGTGTGAGCTATAATGTCGATTGGATTCCTAGGGTTCATTGTCTGAGCTCACCACATGTTCACAGTAGGAATGGACGTGGACACACGAGCATACTTCACATCAGCGACCATAATTATTGCT
vyiM eMIViw aM M s[T ¢ FlLile FI/W/w 2 B H/M F T[W/6 M DI¥ID T R A Y F T S A TMITIaA

COX1 gene

TACATAGGGATAGTGTGAGCTATAATGTCGATTGGATTCCTAGGGTTCATTGTCTGAGCTCACCACATGTTCACAGTAGGAATGGACGTGGACACACGAGCATACTTCACATCAGCGACCATAATTATTGCT

v [Mle MIwlw AaMIM! s [Ti¢ FlEie FTIWIw A H HIM F T@l¢ MDD T R A ¥ F T s a T[MITIT a

COX1 gene



6,340 6,350 6,360 6,370 6,380 6,390 6,400 6,410 6,420 6,430 6,440 6,450 6,460

1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus ATTCCTACAGGAGTAARAGTATTCAGCTGACTAGCCACATTGCACGGAGGTAACATCAAGTGATCCCCAGCCATATTATGAGCCCTTGGCTTTATCTTCCTATTCACGGTAGGCGGACTAACGGGAATCGTA
Translation

Choloepus_didactylus_NC ATECCTACGGGAGTAAAAGTATTCAGCTGABTGCCHACABTCCABGCAGETARACATAAARTGATCCCCAGCCATABTATGAGCCCTTGGCTTEATHETTECTATTCACGETGCGCGGABTAACGGGEATEGTA

Translation e rcWi kW r s wiBlia r8lH ¢ ¢ NIMk ws P aMiBlvw affle FlTirElr @G 6IElr ¢TIV

COX1 gene

Mylodon_darwinii_Delsuc ~ ATTCCTACAGGAGTAAAAGTATTCAGCTGACTAGCCACATTGCACGGAGGTAACATCAAGTGATCCCCAGCCATATTATGAGCCCTTGGCTTTATCTTCCTATTCACGGTAGGCGGACTAACGGGAATCGTA
Translation e T el r s wi@la TllE ¢ ¢ NIZIK w s p aMIEvw afiice Fliri@r v Wlc ¢l ¢ TN
COX1 gene

Mylodon_darwinii_Slater ATTCCTACAGGAGTAAAAGTATTCAGCTGACTAGCCACATTGCACGGAGGTAACATCAAGTGATCCCCAGCCATATTATGAGCCCTTGGCTTTATCTTCCTATTCACGGTAGGCGGACTAACGGGAATCGTA

Translation e rici W r s witia rf@le ¢ ¢ NIk w s P afMiElvw aflfile FlTirf@r @ c clElr ¢ TV

COX1 gene

6,470 6,480 6,490 6,500 6,510 6,520 6,530 6,540 6,550 6,560 6,570 6,580 6,590 6,600
1 1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus TTGGCAAACTCGTCACTAGATATCGTCCTCCACGACACATAITACGTAGTAGCCCACTTCCATATCICTATCTATAGGCEGCTGTITTCCCAATATIGGHGGATTCGT I CACTGITTCCCECTATTITCT]
Translation
Identity m_----_--_--—--

Choloepus_didactylus_NC TTRccarrfrcATcecTacATATHCTHCTECACCABACATABTACGTAGTAGCCCACTTCCAGTATGTACTATCAATAGCAGCTCGTATTCGCAATHATAGCAGGATTCGTGCACTGEGTTCCCACTATTHTCE
Translation [@ia '~ s sIEIp TWIEie p 7 v vy WIWlia B F H YWIEIs M e alir afTiM ¢ ¢ FWiH w rF P@IIF s

COX1 gene

Mylodon_darwinii_Delsuc ~ TTGGCAAACTCGTCACTAGATATCGTCCTCCACGACACATABTACGTAGTAGCCCACTTCCABTATGTGCTATCEATAGGGGCTGTETTCGCAATEATGCGGCGATTCGTACACTGATTCCCGCTATTETCAl
Translation [ia '~ s sIEIp TWIEiH p v v vyWIWIa H F H YWIEIs M 6 alWir afIiM 6 ¢ FWiH w F PEIF s

COX1 gene

Mylodon_darwinii_Slater TTGGCAAACTCGTCACIAGATATCGTCCTCCACGACA NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

Translation [fa N s s P X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X X
gap > ¢

COX1 gene



Consensus
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Translation
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Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

6,610 6,620 6,630 6,640 6,650 6,660 6,670 6,680 6,690 6,700 6,710 6,720 6,730
GGCTATA[ZICTCAACACAACCTGGGC/AAAATYICATITTCGTAATATATTCGTAGGCGTAAACATAACATTTTTCCCTCAACATTTTCTAGGTCTCTCAGGAATACCACGGCGCTACTCCGACTACCCTGAC

ceeraTaficrcancacaaccreeeciaraatficAfirrceTarT@aTaTTCceTAGGHGTAAACATEGACATTETTCCCBCAACABTTBCTAGGECTCTCGGGEATACCACGGCGCTACTCllcacTACCCEGAC
‘6 YyMIEIN v v w A RKIIUH FIRNTIM FWicWinmlr F F P o H FIIGIIs ¢Ml?P R R Y S/D Y P D

COX1 gene

GGCcTATABGCTCAACACAACCTGGGCEAAAATECABTTCGTAATATATTCGTAGGCGTAAACATAACATTTTTCCCTCAACATTTTCTAGGTCTCTCAGGAATACCACGGCGCTACTCCGACTACCCTGAC
fe vy tIEN 7 v w A RIZNE rFINT0Ml r Wlec Wi Nt F F plog H FENGINs ¢iep R R Y S/D ¥ P (D
COX1 gene

N I NI PN N PN U U PN U SN N PN IS PN PRI PRI PN N NN ININININ| T TCGTAGGCGTAAACATAACATTTTTCCCTCAACATTTTCTAGGTCTCTCAGGAATACCACGGCGCTACTCCGACTACCCTGAC
XXX X X X X X X X X X _x_x_x_ X[l BB BN Ryl R B AR AR RARE
‘) gap 7

COX1 gene

6,740 6,750 6,760 6,770 6,780 6,790 6,800 6,810 6,820 6,830 6,840 6,850 6,860
GCGTACACAATATGAAATACTATCTCATCAATGGGCTCTTTCATCTCACTAACCGCAGTAGTACTAATAGT TTTCATGGTCTGAGAGGCCTTCGCCTCCAAGCGCGAAGTGTCCCTAGTAGAACTTACTACT

ccBracacaaTarcara@acBaTcrcercaaTBcecTeTrTcATlTCACTAACCGCAGTARTACTAATARTETTCATGETHITCGAGARGCCTTHGCcCcTCCcARBCGCccArGTeTHRETECTACAAETTACBACH

A vy rMivw N r[Ils sMie s FITlsEir AWIMIZIMIT F (M0 wiEla F a s k REENVIEIF WIENF 7 T

COX1 gene

GCGTACACAATATGAAATACTATCTCATCAATGGGCTCTTTCATCTCACTAACCGCAGTAGTACTAATAGTTTTCATGGTCTGAGAGGCCTTCGCCTCCAAGCGCGAAGTGTCCCTAGTAGAACTTACTACT
A Yy T/M w N T[T s sM G s FII s[LlT a[WIVIL MW riMIViwiEla r a s kK RIENVIs EIVIENL T T

COX1 gene

GCGTACACAATATGAAATACTATCTCATCAATGGGCTCTTTCATCTCACTAACCGCAGTAGTACTAATAGTTTTCATGGTCTGAGAGGCCTTCGCCTCCAAGCGCGAAGTGTCCCTAGTAGAACTTACTACT

a vy riMivw N TfEls siMic s FITls[Blr A WIWIEIMIW] F MOVl w @2 F & s k RIENV s [(OWIENTI © T

COX1 gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

6,870 6,880 6,890 6,900 6,910 6,920 6,930 6,940 6,950 6,960 6,970 6,980 6,9IQO

1 1 1 1 1 1 1 1 1 1 1 1
ACCAATATTGAGTGACTCCATGGCTGCCCACCACCATACCACACATTTGAAGAACCCGCATTCGTCARAGTCTAGCCCAAGAAAGGAAGGAATCGAACCCCCCAARATCGGTTTCAAGCCAACTTCATACCC

AcAATATTGARTGACTCCABGGCTGCCCACCACCATACCACACATTEGAAGAACCCGCATTCGTCAAARTCTAGCCCAAGAAAGGAAGGAATCGAACCCCCllARAATCGGTTTCAAGCCAACETCATACCC
T NIITWEN w BN E ¢ c p p P vyH T FEENENr A r Wk 'TIEH

COX1 gene

ACCAATATTGAGTGACTCCATGGCTGCCCACCACCATACCACACATTTGAAGAACCCGCATTCGTCAAAGTCTAGCCCAAGAAAGGAAGGAATCGAACCCCCCAAAATCGGTTTCAAGCCAACTTCATACCC
T NIIWEN w N E ¢ c p p p vy H T FEENElr 2 r W x WIEL
COX1 gene

ACCAATATTGAGTGACTCCATGGCTGCCCACCACCATACCACACATTTGAAGAACCCGCATTCGTCAAAGTCTAGCCCAAGAAAGGAAGGAATCGAACCCCCCAAAATCGGTTTCAAGCCAACTTCATACCC

TINTINEl w BN E ¢ c p op P y[H T FIENElr 2 r W x WKL

COX1 gene

7,010 7,020 7,030 7,040 7,050 7,060 7,070 7’0.80 7,090 7,100 7,110 7,120

1 1 1 1 1 1 1 1 1 1 1 1
AGTATGACTTTCTTCATGAACGAGGCGTTAATARAATGATTATATAACTTTGTCGAAGTTAAATTATAGGCTAAAACCCTTTACACCTCTATGGCTTATCCCCTACAACTAGGATTTCAAGACGCCACATCA

AGTATGHCTTTCTTEATGEACGAGGCGTTAATAAAABAATTATATAACTTTGTCEAAGTTAAATTATAGGCTABAACCCTTTACACCTCTATGGCTEATCCCRTACAACTAGGAT TBCAAGACGCCACATCA
fMia's pMogf@icec F O DA T S

COX2 gene

AGTATGACTTTCTTCATGAACGAGGCGTTAATAAAATGATTATATAACTTTGTCGAAGTTAAATTATAGGCTAAAA—CCTTTACGCCTCTATGGCITAICCCCTACAACTAGGATTTCAAGACGCCACATCA
F S

>
=
L]

g
H

COX2 gene

AGTATGACTTTCTTCATGAACGAGGCGTTAATAAAATGATTATATAACTTTGTCGAAGTTAAATTATAGGCTAAAACCCTTTACACCTCTATGGCTTATCCCCTACAGCTAGGATTTCAAGACGCCACATCA

fMia v pElofEie F 0 D A T S

COX2 gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation
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7,140 7,150 7,160 7,170 7,180 7,190 7,200 7,210 7,220 7,230 7,240 7,250 7,260
1 1 1 1 1 1 1 1 1 1 1 1 1 1
CCAATCATAGAAGAATTACTTCACTTTCATGACCATACACTAATAATTATATTTTTAATCAGCACCTTIGTGCTTTACATCATCTCACTAATATTATCAACTARACTCACCCACACCAGCACCATAGACGCT

CCAATHATAGAAGAATTACTTCACTTTCATGACCABACACTAATGATTATATTEETGATCAGCACCTTGCTRCTETABABCATCTCACTAATATTATCAACTAAACTHACCCACACCAGCACCATAGAGCT
PIITMUENENTUEI H F H D H T [EIMITOM FIENII s T IEOWNE] Yy v [I0s (ENMIE] s v k@ T H T s T[MID A

COX2 gene

CCBATCATAGAAGAGETACTTCACTTECATGACCATACACTAATAATTATATTTTTAATCAGCACCETRBGTGCTTTACATCATCTCACTAATATTATCAACTAAACTCACCCACACCAGCACCATAGACGCT
PINMIENENDNEN B F H D H T [IIMITOM F [EI0 s T MEWINEY v fI0T0 s MENMOEN s Tt kM@ T H T s T[MID A
COX2 gene

CCAATCATAGAAGAATTACTTCACTTTCATGACHATABABTAATAATTATATTTTTAATCEHCHEECTAEATGCTTTACATCATCTCACTAATATTATCAACTAAACTCACCCACACCAGCACCATAGACGCT

P IITMIENENCNLN 8 F (H D v [MUENHITOM F [ENTEOEY v (M0E] v (T s fENMOEY s v k@I rE T s T[HID a

COX2 gene

7,270 7,280 7,290 7’3.00 7’3.10 7,320 7,330 7,340 7,350 7,360 7,370 7,380 7’3.90

1 1 1 1 1 1 1 1 1 1
CAAGAAGTAGAAACCGTGTGAACGATCCTCCCCGCCATTATCCTCATCCTAATCGCCCTACCCTCACTGCGAATTCTCTACATAATAGACGAAAT AATAACCCGCTACTCACCGTCARAACCATGGGCCAC

caaGAAGTEGAAACHcTeTGAACEATCCTCCCBGCccAaTTATCCTRATCCTGATCGCHC TG CliTcAliTEccaaT@cTBTABATGATACAEGAAATEAABAABCCBCTACTCACAGTAAAAACCATGGGCCAC

O NENWVINEN r (Wil w v (TR P A [TUTIENITNENT A B P s (B R ITVE] v MMl D JENM N N P IENEI T Wk T IMIc H

COX2 gene

CAAGAAGTAGAAACCGTGTGAACGATCCTCCCCGCCATTATCCTCATCCTAATCGCCCTACCCTCACTGCGAATTCTCTACATAATAGACGAAATIAATAACCCGCTACTCACCGTCAAAACCATGGGCCAC

o NENWVINEN r (W w v (TR P A [TUTNENTIENT A (B P s (B R ITUE] v [MUMI D JENT N N P IENEI T Wk T IMIG H

COX2 gene

CAAGAAGTAGAAACCGTGTGAACGATCCTCCCCGCCATTATCCTCATCCTAATCGCCCTACCCTCACTGCAAATTCTCTACETABRABACGEMETHEATEACCCGCTACTCACCGTCARAACCATGGGCCAC

O PENWVIEN r (Wi w T [TUNEI P A[INIUENIOENT AfEl e s[EN o TUE v Bl o H AEiH H P [EUEI T WK TIMIG H

COX2 gene
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7,400 7,410 7,420 7,430 7,440 7,450 7,460 7,470 7,480 7,490 7,500 7,510 7,520
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caBrcaracrcaacBraBcacrafiacacacTaBcaacaccTanrGerTlcafircaTacaTearceciacBrcceaccTARAGCCCGGAGAACTCCGACTGCTGGAAGTRGACAACCGAGTHATECTACCCATH
‘ow vy ws y@EIYy v'p y@EIDIEls F'D s vyMIZlp v s pliElk P GUENL RDIDIEENVID N RIWITILI P M0

COX2 gene

CAGTGATACTGAAGTTATGAATACACAGACTATGAAGACCTAAACTTCGACTCGTACATGATHcccACTTCCGACHTAAAACCHGGAGAACTCCGGCTGCTAGAAGTGGACAACCGAGTCGTRCTACCCATG
‘o w vy ws vy@Ely v/p vyEEIDIEIN F D s vyMIZTlp v s DIElk p ¢IEND REIDIEENVID N R WIVIDI p (M0
COX2 gene

CAGTGATACTGAAGTTATGAATACACAGACTATGAAGACCTAAACTTCGACTCATACATGATCCCCACTTCCGACCTAAAACCCGGAGAACTICGACTGITAGAAGTGGACAACCGAGTCATICTACCCATG

‘ow vy w s vyEly v/p vy@EIDIEIN FiD s v[MIT p t s DIEIk P G¢IENEI R EIZIENVI D ~ R [WITULY p (M)

COX2 gene

7,530 7,540 7,550 7,560 7,570 7,580 7,590 7,600 7,610 7,620 7,630 7,640 7,650

1 1 1 1 1 1 1 1 1 1 1 1 1
GAAATGTCAATTCGAATGTTAATCTCATCGGAAGACGTGCTCCACTCGTGAACTGTTCCCTCACTAGGACTAARAACCGATGCCATCCCAGGACGACTGAACCAAGCCACCCTCACATCCTCGCGTCCCGGL

carATETcAATECGAATATTAATHTCATCACAAGACGTACTHCACTCATGAACBATECCCcTCACTAGGACTEBAAAACHGATGCCATCCCAGGACGACTRAACCAAGCCACCCTRACATCCTCRCGBCCCGGe
fENml s fT R IMTENT] s sMEND WINEZIHE s w r/Ilp s@Icei@ Kk 7' b Alllr ¢ RIEIN 0 2 T/ET s S R P G

COX2 gene

GAAATGTCAATTCGAATGTTAATCTCATCGGAAGACGTGCTCCACTCGTGAACTGTTCCCTCACTAGGACTAAAAACCGATGCCATCCCAGGACGACTGAACCAAGCCACicTcacATCCTCGCGTCCCGGE
[Bim s (T RMMIELIT s sEIDWIL H s w T[¥ip s[ENGI K 7 D AT P 6 R(EIN QA T[EIT S S R P G

COX2 gene

GAAATGTCAATTCGAATGTTAATCTCATCGGAAGACGTGCTCCACTCGTGAACTGTTCCCTCACTAGGACTAAAAACCGATGCCATCCCAGGACGACTGAACCAAGCCACCCTCACATCCTCGCGTCCCGGC

PENM] s [fT0 R (MBI s s [ENDIWNENHE s w r[Wie s@leiElx /b Aaf@ip ¢ RIBIN 0 2 TPEIT s s R PG

COX2 gene
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7,660 7,670 7,680 7,690 7,700 7,710 7,720 7,730 7,740 7,750 7,760 7,770 7,780
1
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fEr83racTaBcclcaarccrceeraaTcTcBccaTcBaaccacacerTaTeccanTicracT@carBcT@RBHCccBHcTcaracaTTTHEGAABACTGATCCHCATCCABECTCTAAATCATTAGAGAAGCTETH
[y v e o0 c slENTIc ¢ s N H s F[M P IIWIZIENEIr p @k H FEIN w s s s T (LKl

COX2 gene

CTCTACTACGGCCAATGCTCAGAAATCTGTGGATCAAACCACAGCTTTATACCAATCGTACTTGAGCTTGTCCCACTCAAACATTTCGAAGACTGATCCACATCCATACTCTAAATCATTAGAGAAGCTATG
iy v'e g c sIENT c ¢ s N B s F M p [I0IWIENENCDOV] » @k # FEID w s 7 s [MIZIEN
COX2 gene

CTCTACTACGGCCAATGCTCAGAAATCTGTGGATCAAACCACAGCTTTATACCAATCGTACTTGAGCTTGTCCCACTCAAACATTTCGAAGACTGATCCACATCCATACTCTAAATCATTAGAGAAGCTATG

By vic o c sfENTIc ¢ s'v B s F[M p T WICHENZIW » @l # FEID w s 7 s [MIZIEE

COX2 gene

7,790 7,800 7,810 7,820 7,830 7,840 7,850 7,860 7,870 7,880 7,890 7,900 7,910 7,920
CTAGCGTTAACCTTTTAAGTTAAAGACTGGGAACCCGAACTTCCCCTCAATGAAATGCCCCAT/CTAGACACATCAACATGATTCCTCACTATCCTCTCAATATTCATTTCACTATTTATCCTAATACAACTT

CTAGCHTTAACCTTTTAAGTTAAAGACTGGGAACCHAAABBTCCcccTcarTGAAATGCClicaGeTAGACACEGTCAACATGATECRATCACTATCCTCTCAABATTCATETCACTATTEABCCTAATACAACTE

Bl - S v s v sHE s v rF s - r GO

ATP8 gene

CTAGCGTTAACCTTTTAAGTTAAAGACTGGGAACCCGAACTTCCCCTCAATGAAATGCCCCABCTAGACACATCAACATGATTCCTCACTATCCTCTCAATATTCATTTCACTATTTATCCTAATACAACTT
T
ATP8 gene

iy e

=]
w0
=]
=
L]
H
H
H
H

S F S F

CTAGCGTTAACCTTTTAAGTTAAAGACTGGGAACCCGAACTTCCCCTCAATGAAATGCCCCAICTAGACACATCAACATGATTCCTCACTATCCTCTCIATATTCATTTCAC TATTTATCCTAATACAACTT

ATP8 gene
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7,930 7,940 7,950 7,960 7,970 7,980 7,990 8,000 8,010 8,020 8,030 8,040 8,050
AAACTCACCAAACACAACTTCACCACCCCTCCIACGCCTAAAACHITICAACTICIACAAAACACTICAATTICCITGAGAAAAAATGAACGAAAATTATTC ICTCTTTC T IICCTACTITAATIGGAT]

aaactcaclaaacafiaacrrcaficaccccBecBaceccBarnacE88caacBcBacarancacEcarBlcclircacarBilianaaTcarccARAABTTATTCEBCTCTTTCEGTRCEGCCEACCATAATGGGAE

KElr x '8 N~ FA@|T P P T P K TP NTTRKHEHTT?P vEIMIMyEINEr as rIWe T

ATP8 gene

ATP6 gene

AAACTCACCAAACACAACTTCBccaccccTccGaccec@annacGhlicaac@clacaraacacicanri@cc@rcacanrc@anraarcaaccaanrsfirrarrcBiicrecrrrcETEREHC cBAcBGTAATEGGAR
kK@it x BN F P TP P TP KTFINPTRKHS S pP vwiEla XIMINEINIEIFEIs FI@IT P T
ATP8 gene

ATP6 gene

AAACTCACCAAACACAACTTCACCACCCC T CC —m —— m o o o

ATP8 gene

8,060 8,070 8,080 8,090 8,100 8,110 8,120 8,130 8,140 8,150 8,160 8,170 8,180
TICCIATTGTAATTCTTATCGTIATATTCCCIACCCTACTATTCCCITCACCTIICGTCTAATT AAACCGCTCATCTCAATTCATICAATIIIATICAACCTAATCITAAAACARATAATAATCATTC

TBcc@atreraarTcTTATCGTEATAlITCCCBACCCTACTATTCCCATCACCTGEBCcGTCTAATTEBAAACCGRCTCATCTCAATTCARCAABRARREARBCAACCTAATCETAAAACAAATAATAACAiTC

PlIwiTioioivim| F p T [ENENF P s PG RIENTI TN RIENI s [T 0 o oM™ NIENINEI k o MIMIT T

ATP6 gene

TlccBarreraarrcTrTaTCcGTAATABTCCCGACCCTACTATTCCClircACCTERRCGTCTAATTEHAAACCGECTCATCTCAATTCAGCAAEGGGEAGHCAACCTAATCHTAAAACARATAATARECABTC

B3 P rENEIF P s P K RIENIIWEN RIENTII s [T o w 2 K oMMl v T

ATP6 gene

ATP8 gene
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8,190 8,200 8,210 8,220 8,230 8,240 8,250 8,260 8,270 8,280 8,290 8,300 8,310
ACAGCCCIAAAGGACGACCTG/TCCCTAATATTAATTTCACTTATTATATTCATCGGATCAACAAATICTCCTGGACTCTCCCCTATTCATTCACCCCAACCACCCAGCTTTC AT IAACCTAGGAATIG

acacccc@anraceaccBaccrcerccectaaTaBraarrrcacT@at@rBarTcaTlceAaTcEGACAAABCcTCCTEGGACTECTCCCCTABTCATTCACCCCAACCACCCARCTTTCHATEAACCTAGGAATEG

Hs P kK6 R T w s[ENMIENT s @ITr r@lc s ¢ NENElIeIENElr v s F 7 P T 7 QNS

ATP6 gene

acacccclArAGGACGEACCTGRTCCCTAATATTAATTTCACTTATTATATTCATCGGATCAACAAAECTCCTRGGACTRECTCcCcccBaTTCcATTHACHCCBACCACHCAGCTETCBATGAACCTAGGAATHG

H s p xR T W s [ENMIENTI] s BT r fI0e s 7/ NIENENGENEN e (B s F 7 P T T 0NEN s MINIEN G il

ATP6 gene

ATP8 gene

8’3.30 8,3».40 8’3.50 8’3.60 8‘3.70 8’3.80 8,3».90 8,4IOO 8,4IlO 8,4IZO 8’4.30

cc@riccBcTaTrcacccccEAca

afleElw a6 T

ATP6 gene

cCRTBCCECTATGAGCCGGGGCA

afTip[Eivw A G 2

ATP6 gene
-------------- felole] . elelelel NN NN NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

gap >

vy

|

ATP8 gene
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8,4ISO 8’4.60 8’4|70 8,4ISO 8’4|90 8'5|00 8’5|10 8,520 8,530 8,540 8,550 8,560 8’5.70 8,580

i
@Q
@Q
i
l
i
I
@Q
i

cTAATHAERGGETTECGCccAacanGaccarrBcaTcABTAGCCCAiTTCBTACCACAAGGCACHCC

------------------------------------------------------------------- TG BN R E K T K T sQENAE FUENP 0 G T P

ATP6 gene
GTAATCACGGGTTTCCGCCACAAAACCAAAGCATCATTAGCCCACTTCTTACCACAAGGCACCCC
------------------------------------------------------------------- W r 6 F RIECK T k A sEENAlE rEMe 06 T P

ATP6 gene
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN/chiYcifelXolelelehihifelolelolol-No):V-V:-V-Yolo).V.V-YeloJ-\ile) Nisli V-Xelofelo)-Yoki s foli i )-XoTo)-Yo} V-YeleTe) Yol olole!

> gap S . ATPEMIC 3
ATP6 gene

8’5.90 8,6IOO 8’6.10 8’6.20 8’6.30 8,6I4O 8,6ISO 8,6I60 8’6.70 8,6I80 8,6I9O 8’7.00 8,7IlO

II
|
@
[}
=
Q
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ii
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aaTficcceréatficccatBerBercBrTATCCAGACAATAAGCHTATTHATCCAACCEABAGCHCcTAGCCCTRCGACTlACAGCAAATATCACCGCGGCHCAicTCHTCATACACCTEATTCGHARBGCCAC

[ RS BN RN N BN L REEEFY BN BN REFS RERS . L LD BN

ATP6 gene

AATCCICCTCATCCCCATGCTGGTGGTTATCGAAACAATCAGCCTATTCATCCAACCTATAGCCCTAGCCGTTCGACTCACAGCAAATATCACCGCAGGGCACCTCCTCATGCACCTAATIGGAGGTGCIAC

[Tl p (MIZOWOWI T el © [T s BN F T P M AfEl a W RIEIT 2 NIl T 2 ¢ HIENEIM HEIT 6 6 A T

ATP6 gene

AATCCCCCTCATCCCCATGCTGITGGTIATCGAAACAATCAGCCTATTCATCCAACCTATAGCCCTAGCCGTTCGACTCACAGCAAATATCACCGCAGGGCACCTCCTCATACACCTAATTGGAAGTGCCAC

ATP6 gene
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8,720 8,730 8,740 8’7.50 8’7.60 8,770 8,780 8,790 8’8.00 8,810 8,820

\

8’8|30 8,840

ii
‘I
‘i
‘i
i-
ii
Q
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ACTAGCACTAATATCCATCAGCCCTACAACAGCCHTTATEACCTTCATCATHCTGRTCEBECTAACAGEBCTTGAATTHGCAGTAGCACTEATTCAAGCGTAC GTETTCACHCcTCCTAGTEAGCCTTTARC

B - s Bl s »p vt a rlllr rIEEE BN » - AN :EO: v-Elr s

ATP6 gene

ACTGGCACTAATAGCCATCAGCCCTACAACAGCCCTTATTACCTTCATCATCCTAGTCTTACTAACAGTTCTTGAATTCGCAGTAGCACTCATTCAAGCITAC GTITTCACACTCCTAGTTAGCCTTTATC

B~ 2 s »p 77 AN r N B - -2 v-Elr o s R

ATP6 gene

ACTAGCACTAATATCCATCAGCCCEACAACAGCCCTTATTACCTTCATCATCCTAGTCTTABTAACAGTTCTTGAATTCGCAGTAGCACTCATTCAAGCGTGCHCEBT TlecrceceTBRGTABCceTTEETC

ATP6 gene

3 ATRBmIsC
¢ > AWegene 0 3

8,9IGO

8,8I60 8,8I7O 8,8I80 8’8.90 8,9IOO 8,9IlO 8,9IZO 8’9.30 8’9.40 8,9ISO

taca@cacaacacliraarcceccaficaaafiacaccecraccacat@lrraaccc@aceccaTcéecceT GACAGGGGCTCTETCCGCCTTACTATTAACCTCAGGEBTAGTAATETGETTC
e o v THEM A H QM H A Y HM I NP S lTie AfEls ADNINEI T s ¢ ILIWIM W F

TACATGACAACACCTAATGGCCCACCAAACACACGCCTACCACATGGTTAACCCTAGCCCATGACCCCT

AACAGGGGCICTGTCCGCCTTACTAITAACCTCAGGTTTAGTAATGTGATTC

e o v MM A H 0 T H A Y HMWNZPS P W PE----—-—- friec afllls ADiEiM v s ¢ DIVIM w F
COX3 gene
ATP6 gene
GACATGACAACACCTAATGGCCCACCAAACACACGCCTACCACATGGTTAACCCTAGCCCATGACCCCT EANIARTARAGARHAGGGCCTET-—-——————— CTARTAACCTCAGGTTTAGTAATGTGATTC

EI

ATP6 gene

COX3 gene
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8,9ISO 8’9|90 9,OIOO 9,010 9,020 9’0|30 9,040 9,OISO 9,OIGO 9,070 9’0.80 9’0|90 9,100
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cafirrcaacrccaABEABRcTACTERTEAE ccccTBACCcACCAGHTTECTREACEATATABICAATGATGACGAGACGTGGTACGAGARAGTACATTHCAAGGACABcACACEGHACERCTBCcARAAAGGACTH
‘B F N s v r[ENENINT GMENT v sETEITM Y o w w R DIWINIRIEIS T F 0 ¢ H H T[WIWIWIo k 6Ll

COX3 gene

CACTTCAACTCCAAGATCCTACTACTCACCGGCCTGACCACCAACTTCCTGACAATATACCAATGATGACGAGACGTAGTACGAGAAAGTACATTCCAAGGACACCACACGACAGCCGTACAAAAAGGACTG
‘B FN s RKIININENEN r ¢t o' N FIr/MIy o w w R, DIWINIRIEENS 7 F 0 ¢ H# H T 7 AWlo k ¢ il
COX3 gene

CACTTCAACTCCAAGATCCTACTACTCACCGGCCTGACCACCAACTTCCTGACAATATACCAATGATGACGAGACGTAGTACGAGAAAGTACATTCCAAGGACACCACACGACAGCCGTACAAAAAGGACTG

COX3 gene

9,110 9,120 9,130 9,140 9,150 9,160 9,170 9,180 9,190 9,200 9,210 9,220 9,230 9,240
CGATACGGAATAATCCTGTTTATCGTGTCAGAAGTCTTCTTTTTTCTAGGATTTTTCTGAGCCTTTTACCACTCCAGCCTGGCACCAACACCAGAGCTTGGCGGATGTTGACCTCCCACAGGAATTAACCCA

ccaTAliccaaTaAaTClTETTTATCEBATCAGAAGTATTCTTETTBCTAGGATTTTTCTGAGCCTTTTAicACTCCAGCCTGGCACCAACACCAGARCTEGGCGGATGTTGACCTCCAACAGGAATTAGCCCA

R Y GIMUTNEN F i@ v s r r FElG F F W A F v [H s

COX3 gene

sfEla »p v PMENENG 6 c w P P T GIIs P

CGATACGGAATAATCCTGTTTATCGTGTCAGAAGTCTTCTTTTTTCTAGGATTTTTCTGAGCCTTTTACCACTCCAGCCTGGCACCAACACCAGAGCTTGGCGGATGTTGACCTCCCACAGGAATTAACCCA
R vy M T/Lir T Vis@iw r rF FEile F F w A F Y HS s[EaPrrr PEIEG6GCW®P?PTGINTP

COX3 gene

CGATACGGAATAATCCTGTTTATCGTGTCAGAAGTCTTCTTTTTTCTAGGATTTTTCTGAGCCTTTTACCACTCCAGCCTGGCACCAACACCAGAGCTTGGCGGATGTTGACCTCCCACAGGAATTAACCCA

COX3 gene
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9,250 9,260 9'2|70 9,280 9,290 9,300 9,310 9,320 9,330 9,340 9,350 9’3|60 9'3.70

1 1 1 1 1 1 1 1 1 1
CTCAACCCACTCGAAGTACCCCTTCTAAACACTTCCGTCCTCCTGGCCTCCGGGGTGTCAATTACGTGAGCTCCACCACAGCCTAATAGAAGGAAACCGCARACACATACTCCAAGCCCTATTCATCACAAT

cTcGacccacTcGarcTAaccccT@eraracacTTcclBrectlicTBeccTcliceceTRTCAATEACATGAGC-CCACCACAGCCTAATAGAGGGAAACCGHAAACACATACTECAAGCCCTATTHATHACAAT

[Lip p [WENV] P (VLI N 7 s[TVEIEI A s GWis(T 't w a- 'H H s[EIMIElG N R K HMILIo A[Lir[I T

COX3 gene

CTCAACCCACTCGAAGTACCCCTTCTAAACACTTCCGTCCTCCTGGCCTCCGGGGTGTCAATTACGTGAGCT-CACCACAGCCTAATAGAAGGAAACCGCAAACACATACTCCAAGCCCTATTCATCACAAT
[0y p DUENVI P (E0NZE N 7 s WIZNEN A s ¢IWisTiT w A-H H sEIMIElG N R K HIMILI o aA[Llr I [T
COX3 gene

CTCAACCCACTCGAAGTACCCCTTCTAAACACTTCCGTCCTCCTGGCCTCCGGGGTGTCAATTACGTGAGCTCCACCACAGCCTAATAGAAGGAAACCGCAAACACATACTCCAAGCCCTATTCATCACAAT

COX3 gene

9’3.80 9,3’I90 9’4.00 9’4.10 9'4.20 9’4.30 9’4.40 9’4.50 9’4.60 9’4.70 9’4.80 9’4.90 9’5.00

CGCCCTAGGAGTGTACTTCACCCTCCTGCAGGCCTCAGAATACTTCGAAGCTTCATTCACTATCTCCGATGGAGTATATGGCTCAACCTTCTTTGTGGCCACAGGATTCCACGGACTACATGTCATTATTGG

cccecTAGGAGTGTACTTHACCccTcCcTRCcABGccTcAGAATACTTCEABGCEBcATTHACBATCTCCGATGCARTETABGCCTCEGACCTTCTTTRATAGCCACAGGATTCCACGGACTACABGTEATTATEGG
faf@cecWly r @@ o A sE@ly F N A »p F 7[Ils D i@y ¢ s v F FlMla v ¢ F H ¢l WIT I ¢

COX3 gene

CGCCCTAGGAGTGTAITTCACCCTCCTGCAGGCCTCAGAATAITTCGAAGCTTCATTCACTATCTCCGATGGAGTATATGGCTCAACCTTCTTTGTGGCCACAGGATTCCACGGACTACATGTCATTATTGG

fafiiey Fr T [ENEN 0 A sEly FIEIa s F 7[T]/s D ¢y ¢ s v F FlWla rc F H 6[ELHIWIT I ¢

COX3 gene

CGCCCTAGGAGTGTACTTCACCCTCCTGCAGGCCTCAGAATACTTCGAAGCTTCATTCACTATCTCCGATGGAGTATATGGCTCAACCTTCTTTGTGGCCACAGGATTCCACGGACTACATGTCATTATTGG

COX3 gene
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9’5|10 9,520 9,530 9,540 9’5|50 9’5|60 9,570 9,580 9,590 9,6IOO 9,610 9,620 9’6|30
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crccrc@rr@craarcBrerecTTBcTaccccar@rBaraTrrcacTTlaccTclarBcaccacTreceaTTreAAGCRGCBGccTeATAlTGACACTTCGTAGAHGTAGTHTGACTABTCCTBTABGTCTC
s s Pl Tic PR Q@ x F/H F T s N HHF 6 FIElA A a2 w vy w B FVIDNIV w ZWZULT v (W s

COX3 gene

CTCCTCATTTCTAATCGTCTGCTTTCTACGCCAACTGAAATTTCACTTCACCTCCAACCACCACTTCGGATTTGAAGCGGCGGCCTGATACTGACACTTCGTAGACGTAGTCTGACTATTCCTTTATGTCTC
I's s FlEiTi¥lc FI@IR oM@k F H F T s N HHF 6 FEEla 2 a w vy w H rF[Wlp WOV wlimlr [ iElvy W0 s
COX3 gene

CTCCTCATTTCTAATCGTCTGCTTTCTACGCCAACTGAAATTTCACTTCACCTCCAACCACCACTTCGGATTTGAAGCGGCGGCCTGATACTGACACTTCGTAGACGTAGTCTGACTATTCCTTTATGTCTC

COX3 gene

9,640 9,650 9,660 9,670 9,680 9,690 9,700 9,710 9,720 9,730 9,740 9,750 9,760
AATTTATTGATGAGGCTCATGTCCTTTTAGTATAACAAGTACGATTGACTTCCAATCAATTAGCTCCGATAACAAACCCGGAAAAGAACAATTAACCTAATCCTCTCTCTACTTATTAATTCCACATTAGCT

AATTTATTGATGAGGCTCATGTCCTTTTAGTATAACAAGTACEATTGACTTCCAATCAATEAGCTCCGABAAEAAACCCGGAAAAGAACAATEAACCTAATHCTERCEC THCTEATTAAETCECCABTAGCEH

‘T Yy W W G s

COX3 gene

M N LTI L T[T I N s alLla
ND3 gene

AATTTATTGATGAGGCTCATGTCCTTTTAGTATAACAAGTACGATTGACTTCCAATCAATTAGCTCCGATAACAAACCCGGAAAAGAACAATTAACCTAATCCTCTCTCTACTTATTAATTCCACATTAGCT

M0 N [EUT0EN s [BNENT 8 s T [E] A

ND3 gene

‘T vy W W G s

COX3 gene

AATTTATTGATGAGGCTCATGTCCTTTTAGTATAACAAGTACGATTGACTTCCAATCAATTAGCTCCGATAACAAACCCGGAAAAGAACAATTAACCTAATCCTCTCTCTACTTATTAATTCCACATTAGCT

0w LT s (BRI N s T [E A

ND3 gene

COX3 gene

||[
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9, 770 9, 780

9, 790

9, 800

9, 810

9, 820

9, 830

9, 840

9, 850

9, 860

9, 870

9, 880

9, 890

9, 900

T TACTACT G TAATCATCGCATTCTGACTACCCCAAT T A T CTATTICTIGATAA AT IAAGCCCT AT AT GGG NI TCGACC T GGATCAGCCCGACTCCCTIICTCCATTAAATTCTTCCTIGTA

Eracract@8raaTcaBccclirrcreacTaccccaaTTRAr@GcTABRCBcARAAATEAAGCCCBTABGAATGHGGRTTCGACCCHETEGGATCAGCCCGACTCCClTTCTCCATGAAATTCTTCCTRGTA
T A F wiEle ofiN s v TIENRIEN s p vyMENc'e F'p PG s A RINP F s Mk F rID0NN
ND3 gene

TTACTACTTGTAATCATCGCATTCTGACTACCCCAATTGAABCHCcTAE CEcAGAAATEAAGCCCBTABCAATGEGGETTCGACCCBRATRGGATCAGCCCGACTCCCBTTCTCCATEAAATTCTTCCTGGTA

sElR s s
ND3 gene

[Tiimivi T T a2 row B P o FEN N IWN v

P

vy[Elc'e rip pIM G s

A R P F

sM K F

F IR

puvXeu e uNeup:V:UNOY: U Nele[e: NN NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

'L L LV ITIA

ND3 gene

9, 910

gap

2 S

9, 920

9, 930

9, 940

9, 950

9, 960

9, 970

9, 980

9, 990

10, 000

10, 010

10, 020

10, 030

GO ACATTCC T IO TAT T GACCTAGA T ATCGCCTITAC T TCTACCACTCCCATGAGCCTCACARACCAGEAGCCTTAACCCCACACTAACCATAGCTCTTATTCTCCTCTCCCTCCTGGCTCTAGGGLTG

ceeatliacarrcetlictarT@caccracagaTceec@racTreTaccacTcccATGAGCCTCACAAACCEACARBcTTAACccCEBAacTAAE@ABAGCHACTTABBCTCAETCTCECTCCTRCGCRCTAGGHCTH

ATl r r [E0EN F D JENENT A [ENENE] » B e w A s o /N NIEIN P [MUENI] v a JEN v [ENT s FENEY A U0 ¢ FEN

ND3 gene

cecear@acarrcererarTlicaccracaBarceecliracT@ireccacTliccéreacecTcACAAACHGGCAGCCTTAACCCCGCACTAACCATAGCTCTTATTCTCCTCTCCCTCCTGGCTCTAGGGCTG

ATl r FEUEIF D ENENT 2 [ENENEl P [Eip w A s o0 76 s[EIN p afE M a BT IE0E s (B0 a (B0 6 fE0

ND3 gene

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCTACCACTCCCATGAGCCTCACAAACCGGCIGCCTTAACCCCGCACTAACCATAGCTCTTATTCTCCTCTCCCTCCTGGCTCTAGGGCTG

> gap

7
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10,040 10,050 10,060 10,070 10,080 10,090 10,100 10,110 10,120 10,130 10,140 10,}50 10,}60

i
i
i
@Q
i
i-
i
i
i
I
i-
l
i
i
I

GC@raficaATGATCCCARAAAGGCETAGAATGGACTGAATATGATAATTAGTTTAACCCAAGACAAATGATTTCGACTCATTAGACTACGA-TTAAGCTCGTAATTATCABATGCCElccABRTACATCAAC

A vy[Elvw s o x 6 ILWNENlw r [EN fMip s v v EIN
ND3 gene ND4L gene

GCTTACGAATGATCCCAAAAAGGCTTAGAATGAACTGAATATGATAATTAGTTTAACCCAAAACAAATGATTTCGACTCATTAAACTACGATTTAAACTCGTAATTATCACATGCCACCCATCTACATCAAC

A y[Elw s o k ¢ IDWElw T [EN | REBN BY
ND3 gene ND4L gene

GCTTACGAATGATCCCAAAAAGGCTTAGAATGAACTGAATATGATAATTAGTTTAACCCAAAACAAATGATTTCGACTCATTAAACTACGATTTAAACTCGTAATTATCACATGCCACCCATCTACATCAAC

10,170 10,180 10,190 10,200 10,210 10,220 10,230 10,240 10,250 10,260 10,270 10,280 10,290
ATTTTCTTAGCATTCACCACTGCECTECTAGGACTATAITATACCGATCACACAT I ATATCCTCIICTCCTITGICTGATGGAITAAT ICTAGCCCT I TTTITAITAAGCACCCTAATATTERITIACTTICC

aT@8rcrTAGcATTCACCABGCBcTBcTAGCACTABTABTATACCGATCACACATEATATCCTCHCcTCCTETGEBC TG ARGCEETAATECTAGCCCTRTTTRTEETAAGCACCCTAATACEETE TRARSACC

fTiaiela rF oM aL0EI G IENETE v R s H M M s s [LUE c [L0EN ¢ LMLl a (L] F [T7L0 s

ND4L gene

T [ENM A BN N T

ATTTTCTTAGCATTCACCACGGCHcTGCcTAGGACTABTABTATACCGATCACACATEATATCCTCBCTCCTRTGHECTRGAGGGElTAATGCTAGCCCTlTTTETETAAGCACCCTAATAREEETGACEHCC

FENA F T T oA Y R s H M M s s[LIL c ALl r WLl s 1 [BIMITIE] s s

ND4L gene

ATTTTCTTAIC-GICAC--CGC NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

gap >

vy
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10,?00 10,?10 10,?20 10,330 10,340 10,350 10,360 10,370 10,380 10,390 10,400 10,410 10,4I120

1 1 1 1 1 1 1 1 1
CA[ICACACACTGTCCACCATAATACCCATCATTCTCATAGTATTCGCAGCTTGCGAAGCCGCACTGGGCCTCGCTCTCCTGGTAATGGTCTCGAACACCTACGGACTGGACTACGTACAAAACCTCAACCTC

caBcafiacactBrccecceraBraccearfierrerliareererTcccacerrelicaacecceafitBecectBecTereccTBeraaTBerecTcBAAEACCTABGGACTRGACTACGTACAAAAICTREAACCTC
g

n
>
g
e ]
>
>
Q
b
>
>
n
H
o
o

ND4L gene

CAICACACACTGTCCACCATAATACCCATCATTCTCATAGTATTCGCAGCTTGCGAAGCCGCACTGGGCCTCGCTCTCCTGGTAATGGTCTCGAACACCTACGGACTGGACTACGTACAAAACCTCAACCTC

‘H H T[Els TM M PI TIEIMIVIF A A CcIEla aA[Lle[LlABIEIWIMIVIs N T v 6[EID v [Wl o ~ILlNILH

NDA4L gene

NIIIACACACTGTCCACCATAATACCCATCATTCTCATAGTATTCGCAGCTTGCGAAGCCGCACTGGGCCTCGCTCTCCTGGTAATGGTCTCGAACACCTACGGACTGGACTACGTACAAAACCTCAACCTC

-

10‘.430 10,4}40 10,4}50 10,4I160 10,4I170 10,?80 10,4}90 10,?00 10,?10 10,?20 10,_';'»30 10,?40 10,?50 10,5(?0
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CTACAATGCTAAAACTTATTATTCCCACAATEATGETAATECCCCTCACCTGACTATCAAAAAATARBATAATCTGAATTAACTCCACCHCCCACAGCCTCETlATCACEBTAABTAGCCTATCARTAGTER

[E0 ofMiEl x ENTT  p 7 (TSI P B 7 wiBls kN NIMITIwiIIN s 7 s ®H s ENENT s [E0 v s (B0 s [M0EN

ND4 gene

CTACAATGCTAAAACTTATTATTCCCACAATTATACTAATTCCCCTCACCTGACTATCAAAAAATAGCATAATCTGAATTAACTCCACCGCCCACAGCCTCTTCATCAGTTTAATTAGCCTGTCACTATTCC
P S S F S S S

g
H
=
=
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ND4 gene

CTACAATGCTAAAACTTATTATTCCCACAATTATACTAATTCCCCTCACCTGACTATCAAAAAATAGCATAATCTGAATTAACTCCACCGCCCACAGCCTCTTCATCAGTTTAATTAGCCTGTCACTATTCC
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10,570 10,580 10,590 10,600 10,610 10,620 10,630 10,640 10,650 10,660 10,670 10,680 10,690
ACCAAACCACCAACACCAGCCTIAACTTCTCHCIACTATTCTTI/ACTGACCCCCTCTCCACHCCCCT CTAATIITTAACAACCTG IITACTECCIICTAATAATTATAGCCAGH v fiaafe

accaaaccaccarcAfcaclicTBaacTrcercec@acraTrerTlacBceacccececTecreccacBeccecTBeraaTfirTaacaaccTeelitacTBcclictaaTaaTTaTacccaclicaarceceaficTacaBanBc

yioor rin N siEIN F s PRENF F oTiD P ENs T P ENENTUNEN r v w IEEN p PERNMITOMN A s o s (HEENH K [

ND4 gene

ACCAAACCACCAACACCAGCCTGAACTTCTCACHlAacTATTCTTEACEGACCCCCTCTCCACGCCCCTGCTAATETTAACAACCTGRETACTGCCEBCTAATAATTATAGCCAGEBCAATCCCABCTACAAATEG

Hiogr ot siEIN F sIENENr F 7D P Els 7 ¢ [BNENTNEN r v w IEEN p fENETIOMI A s 0 s (HEENH N

ND4 gene

p:Xel07:V:v:-Yo{0r:Yel0y:V-Xor:Yeley:NeISGU N NN NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

gap > 5
10,700 10,710 10,720 10,730 10,740 10,750 10,760 10,770 10,780 10,790 10,800 10,810 10,820
ACACIACCACCCGIAATAAAATITATATCTCAATACTIATCTCCCT CAAATATITCCTAAT!/ATAACATTCACCGCCACCGAACTGATTATATTCTACATTCTATTTGAAGCAACCCTGATCCCAACCCTTA

-—-.--—-—-—-Lm

acacBaccaccccBancanan@eraBarcrcanaTacrarcrececct@cararaBrccraar@aaacarrcacceecacicaacTBat@ararTcTacaTTlTATTECAGGCAACCCTRATCCCAACCCTRA

Bz v rROKTK T Y s - B r toF ot (AT - v - B c

ND4 gene

acacliaccacccceanrBaaan@BrafiarcrcaaracrfiarcrccctBeaaaTafirccTaaTEABAACATTCACCGCCACCGAACTGATTATATTCTACATTCTATTTGAAGCAACCCTGATCCCAACCCTTA

B v rROKTKEE Y NN I - ENCES - Bt r oA T - v BN N r

ND4 gene

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCGAACTGATTATATTCTACA.TCTATTTGAAGCAACCCTGATCCCAACCCTTA

2 gap J/

ND4 gene
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10,830 10,840 10,850 10,860 10,870 10,880 10,890 10,900 10,910 10,920 10,930 10,940 10,?50

1 1 1 1 1 1 1 1 1 1 1 1
TCATCATTACCCGATGGGGCAATCAAACAGAACGACTAAACGCGGGGCTATACTTCCTGTTCTACACACTAATTGGATCCCTGCCCCTGCTAGTGGCACTGACCTATGTCCAAAACTCCTTAGGATCCCTCA

tcarcaT@acliccaTcBeccarBcanGeacaaceacTaracccBecBeraTacTreccT@rreTacacacTaATTGGETCcCccTBccccTBeTAGTRGEACTEACCTABRTCCARAACTCCRTHGCATCCCTCA

TR WG N Q AIRIEIN AGIEy FIEIF v T[ENT G s [EP T vy [Ile N s[Ile s [EN

ND4 gene

TCATCATTACCCGATGGGGCAATCAAACAGAACGACTAAACGCGGGGCTATACTTCCTGTTCTACACACTAATTGGATCCCTGCCCCTGCTAGTGGCACTGACCTATGTCCAAAACTCCTTAGGATCCCTCA

IiIiTir R wie N o THENRIENN 2 ¢iEly FIElF v 7TIENTI G s Gl e ENEOVI 2 B v v Wl o v s [Elc s [l

ND4 gene

TCATCATTACCCGATGGGGCAATCAAACAGAACGACTAAACGCGGGGCTATACTTCCTGTTCTACACACTAATTGGATCCCTGCCCCTGCTAGTGGCACTGACCTATGTCCAAAACTCCTTAGGATCCCTCA

ND4 gene

10,960 10,970 10,980 10,990 11,000 11,010 11,020 11,030 11,040 11,050 11,060 11,070 11,080
ACTTCCTTATCACCCAATACTGATCACAGCCACTACCCACAACCTGATCATCCAACCTCCTATGGCTAGCATGCATAATAGCCTTTATAGTAAAAATACCACTATATGGACTACACTTATGACTCCCARAGG

AcBrlcrBarcacccaaTacTBErcacaBccABTECCCACAACCTGATCATCCAACCTCCTATGACTAGCETGCATAATAGCCTTEATAGTAAAAATACCACTATABGCACTECACEBTEBTGACTCCCARARG

NIITENT o v v sio pfElP v T W s s NJEUEIw[Ela cHIM a2 F MOV k(M P BNy (6 BN E TN w Bl P K

ND4 gene

ACTTCCTTATCACCCAATACTGATCACAGCCACTACCCACAACCTGATCATCCAACCTCCTATGGCTAGCATGCATAATAGCCTTTATAGTAAAAATACCACTATATGGACTACACTTATGACTCCCAAAGG

N FIENT T 0 v w sio p[ElP T T W s s NIEUEIw[Ela cMIM a F MUV kM P IETY 6 IENHE L w Ll P K

ND4 gene

ACTTCCTTATCACCCAATACTGATCACAGCCACTACCCACAACCTGATCATCCAACCTCCTATGGCTAGCATGCATAATAGCCTTTATAGTAAAAATACCACTATATGGACTACACTTATGACTCCCAAAGG

ND4 gene
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11,090 11,100 11,110 11,120 11,130 11,140 11,150 11,160 11,170 11,180 11,190 11,200 11,210 11,220
1 1 1

1 1 1 1 1 1 1 1 1 1 1
CCCACGTCGAAGCCCCTATCGCAGGCTCCATAGTCCTAGCAGCCATCCTACTAAAACTAGGAGGCTATGGGATACTACGCATCACAACTATCC-TCGACCICACT/ACCHACTCAATGGCCTACCCATTCAT

CCCACGTCGAGGCCCCEATCGCAGGATCEATAGTECTAGCAGCCATCCTACTAAAACTGGGAGGCTABGGHEATACTACCEATCACAACEETCC -BRCEEBCACTGACCEACTCAATEGCCTACCCEGTTHAT

A HIWIEN 2 P IT 2 6 s MIVIEl 2 2a[TTENEI K [EBlc ¢ v ¢ MIBIR T 7 7E0--Eip P[EIT N s[M a v p F[M

ND4 gene

CCCACGTCGAAGCCCCTATCGCAGGCTCCATAGTCCTAGCAGCCATCCTACTAAAACTAGGAGGCTATGGGATACTACGCATCACAACTATCC TCGACC-CACTIACCGA.TCAATGGCCTACCCATTCAT

A H[VIEl 2 P[T0a ¢ s MIWNEl 2 2a[TNENE kBl e ¢ v ¢MIEIRITI T T [T0N-Efp PIEirfENs M 2 v ?p F M

ND4 gene

CCCACGTCGAAGCCCCTATCGCAGGCTCCATAGTCCTAGCAGCCATCCTACTAAAACTAGGAGGCTATGGGATACTACGCATCACAACTATCHETCGACCHCARTEACCHEECTCAATGGCCTACCCATTCAT

ND4 gene

11,230 11,240 11,250 11,260 11,270 11,280 ll,?90 11,300 11,310 11,320 11,330 11,340 11,?50

1 1 1 1 1 1 1 1 1 1 1
GATACTCTCCCTATGAGGAATAATCATAACCAGCTCAATCTGTCTCCGCCARACCGACTTAAAATCCCTAATCGCCTACTCATCAGTAAGCCACATGGCCCTAGTAATTGTAGCTATCCTCATCCAAACACC

catactBrcccratcace@araatiiaréaccacercaarcrcctBecccagacceac@raraarclicTaaTceccracrcaTcacraaceccacatlceccracTaaT@cereccBaTlicTcaTccaracace

Puiel s @ w eMiziM v s s[Ticl@ir o 7 DBk sEIT A v s s[¥Wis B/M 2aEIWITIV] AT orT®P

ND4 gene

GATACTCTCCCTATGAGGAATAATCATAACCAGCTCAATCTGTCTCCGCCAAACCGACTTAAAATCCCTAATCGCCTACTCATCAGTAAGCCACATGGCCCTAGTAATTGTAGCTATCCTCATCCAAACACC

Puiel s [ w e MiTiM it s s[Ticl@ir o 7 DIEIK s[BIT A v s s[¥Wis BM 2a[EIWITIV]AIIRiT QP

ND4 gene

GATACTCTCCCTATGAGGAATAATCATAACCAGCTCAATCTGTCTCCGCCAAACCGACTTAAAATCCCTAATCGCCTACTCATCAGTAAGCCACATGGCCCTAGTAATTGTAGCTATCCTCATCCAAACACC

ND4 gene
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11,360 11,370 11,380 11,390 11,400 11,410 11,420 11,430 11,440 11,450 11,460 11,470 11,480

1 1 1 1 1 1 1 1 1 1 1 1 1
ATGAAGTTTCATAGGAGCCTCAGCCTTGATAATTGCACATGGCCTCACCTCCTCCCTACTATTCTGCCTAGCCAACACCAACTATGAGCGCGTCCACAGTCGTACCATGATCCTAGCCCGCGGACTTCAGAC

arcaaGBrriaTaccBeccTcaBccBrBaTaaT@cecacaBceccT@aclirccrcBereecTaTTeTeccTAGCcAAEACCAACTATGABCGCEBCCcACAGECcGBACcATREATECTARCCCGCGGACTTCARAC

w s FiMie a s T[EIMIT A/H GIElT s s[EVEIF cl@la'n 7'n vy[EIR T7/H s R T[MIMIEIT R GIEIQ T

ND4 gene

ATGAAGTTTCATAGGAGCCTCAGCCTTGATAATTGCACATGGCCTCACCTCCTCCCTACTATTCTGCCTAGCCAACACCAACTATGAGCGCGTCCACAGTCGTACCATGATCCTAGCCCGCGGACTTCAGAC

w s FlMie A s AEIMIT a8 cfEir s sENEIr cl@la v v~ vyEIRIIE s R TIMITIEN 2 R GIEIQ T

ND4 gene

ATGAAGTTTCATAGGAGCCTCAGCCTTGATAATTGCACATGGCCTCACCTCCTCCCTACTATTCTGCCTAGCCAACACCAACTATGAGCGCGTCCACAGTCGTACCATGATCCTAGCCCGCGGACTTCAGAC

ND4 gene

11,4}90 11,500 11,510 11,520 11,530 11,540 11,?50 11,560 11,570 11,580 11,?90 11,6}00 11,(?10

1 1 1 1 1 1 1 1
CCTCCTACCCCTAATAGCACTATGATGACTCCTAGCAAGCCTAGCCAACCTGGCCCTCCCACCCACAATCAACCTAATCGGAGAGCTATTCATCATCCTACCAACATTTTCATGATCCAACATTACAATCAC

ccrcctliccccraaTaceacTaTcereacTecteccarBecraficcaaccreeeccreccacccacaaTliaaccréarceeacaBerarTlieréarcBraccaacGBTTTCETGATCCAABATTACAATCEC

foed e 2T A 0w w [E0EN 2 N B0 s NIElafEle P T (IO N MENTN e NEWEN F T 2 T fI0 s w s (NTIN T [T0 A

ND4 gene

CCTCCTACCCCTAATAGCACTATGATGACTCCTAGCAAGCCTAGCCAACCTGGCCCTCCCACCCACAATCAACCTAATCGGAGAGCTATTCATCATCCTACCAACATTTTCATGATCCAACATTACAATCAC

fEe p 2T 2 BN w v fEEN 2 s BN 2 NEafEle P T IO NIENT e MENE] FfTNTNE P T F s w s (NUEN T[T T

ND4 gene

CCTCCTACCCCTAATAGCACTATGATGACTCCTAGCAAGCCTAGCCAACCTGGCCCTCCCACCCACAATCAACCTAATCGGAGAGCTATTCATCATCCTACCAACATTTTCATGATCCAACATTACAATCAC

ND4 gene
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11,620 11,630 11,640 11,650 11,660 11,670 11,680 11,690 11,700 11,710 11,720 11,730 11,740
1 1 1 1 1 1 1 1 1 1 1 1 1
ACTGCTAGGACTCAATATGATCATCACCTCTATATATTCACTATTCATGCTAATCACCACACAACGTGGCAACCCAACCAACCACATCCACACGATCAAACCAACCTTCACGCGGGAAAACACACTAATACT

actBcraceactcaaTaTErBcATEACETCTATATABTCACTGTEEATEETEATCABCACACAACGBGcHEAACCCARCHAACCACATRCACACEATCARACCABICETTCACECGEGARAAEACEHCTAATACT

e sy sPENs Ml F ENEN r 0 RGN P TN HIMIH Tk p s For RENN rENMND

ND4 gene

ACTGCTAGGACTCAAIATGATCATCACCTCTATATATTCACTATTCATGCTAATCACCACACAACGTGGCAACCCAACCAACCACATCCACACGATCAAACCAACCTTCACGCGGGAAAACACACTAATACT

[ENEN e IEN N MITI v s [y s JEN F MIENTN 7 Tlo Re N P TIN HIINHE Tk p r F T REENN T [ENMNE

ND4 gene

ACTGCTAGGACTCAATATGATCATCACCTCTATATATTCACTATTCATGCTAATCACCACACAACGTGGCAACCCAACCAACCACATCCACACGATCAAACCAACCTTCACGCGGGAAAACACACTAATACT

ND4 gene

11,750 11,760 11,770 11,780 11,790 11,800 11,810 11,820 11,830 11,840 11,850 11,860 11,870 11,8EI30

1 1 1 1 1 1 1 1 1 1 1 1 1
CATGCACCTTCTACCACTAGCCCTCCTATCGCTTAACCCCAAACTCATCTTAGGGCTATCCTACTGTAGGCATAGTTTATCAAAAACACTAGATTGTGAACCTAGAAACAGGACCCCARAAATCCTTGCCAA

catlcaficT@craccacréecccrececTarcBRTBAACCCEAAACTCATHETAGCGHTABCHTACTGTAGGCATAGTTTABCAAAAACACTAGATEGTGAACCTAGAAACAGGACCCCAAAAATCCTTGCCAA

I - N » B s B - < G » v

ND4 gene

CATGCACCTTCTACCACTAGCCCTCCTATCGCTTAACCCCAAACTCATCTTAGGGCTATCCTACTGTAGGCATAGTTTATCAAAAACACTAGATTGTGAACCTAGAAACAGGACCCCAAAAATCCTTGCCAA

a8 TRET P T A JEUET s (BN Pk ENTUEI G RN s v

ND4 gene

CATGCACCTTCTACCACTAGCCCTCCTATCGCTTAACCCCAAACTCATCTTAGGGCTATCCTACTGTAGGCATAGTTTATCAAAAACACTAGATTGTGAACCTAGAAACAGGACCCCAAAAATCCTTGCCAA

ND4 gene
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11,890 11,900 11,910 11,920 11,930 11,940 11,950 11,960 11,970 11,980 11,990 12,000 12,010

1 1 1 1 1 1 1 1 1 1 1 1 1
CCAAGACAGCTACACAAGACCTGCTAACTCTTGTCTCCACGTATAARAACGTGGCTCTCTTACTTTTATAGGATAGAAGCAATCCATTGGTCTTAGGAACCAAAARACTGGTGCAACTCCAGATAGAAGTAA

CcCAAGACAGCTACACAAABcTGCcTAACTCTTGTCECCABRTATAAAAAERTGGCTHTCTTACTTTBATAGGATABAAGCAATCCATTGGTCTTAGGAACCAAAAAACTGGTGCAACTCCAGATGEAAGTAR

CCAAGACAGCTACACAAGACCTGCTAACTCTTGTCTCCACGTATAAAAACGTGGCTCTCTTACTTTTATAGGATAGAAGCAATCCATTGGTCTTAGGAACCAAAAAACTGGTGCAACTCCAGATAGAAGTAA

CCAAGACAGCTACACAAGACCTGCTAACTCTTGTCTCCACGTATAAAAACGTGGCTCTCTTACTTTTATAGGATAGAAGCAATCCATTGGTCTTAGGAACCAAAAAACTGGTGCAACTCCAGATAGAAGTAA

i

12,020 12,030 12,040 12,050 12,060 12,070 12,080 12,090 12,100 12,110 12,120 12,130 12,140
TAAACCTATTCTCCACCTTCATCTTAGTCACTTTT /TTATTCTCGTCACGCCCGCCATTCTCTCAACCTCAAAAATCTACCACACCAACCAATACCCARATTACGTAAAAACGTCCATTATATACGCCCTAC

TlaaccTaBrc@claccBrcABRGTARBcACBrTTBTTATTCTCHTCECHCCHCERATERTETEEACCcTCcAAAAABCBACCAIACCAACCAATAIcCAAATTACGTAAAAACETCCATEATETACHCCRTEC

L K33 K3 EEEEES 2000 P 00 RAR

ND5 gene

S K T/H H r'N o v PN vk T s[T0H v sl

TAAACCTATTCTCCACCTTCATCTTAGTCACTTTTATTATTCTCGTCACGCCCGCCATTCTCTCAACCTCAAAAATCTACCACACCAACCAATACCCAAATTACGTAAAAACGTCCATTATATACGCCCTAC
MINfElF s 7 FIIUEOW T FIIT/LOW T P A[T0E]s T s K[I' Y H T N o v P N YW@ K 7T s[T M v &L

NDS5 gene

TAAACCTATTCTCCACCTTCATCTTAGTCACTTITGT-CICGTCACGCCCGCCATTCTCTCAACCTCAAAAATCTACCACACCAACCAATACCCAAATTACGTAAAAACGTCCATTATATACGCCCTAC

ND5 gene
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12,150 12,160 12,170 12,180 12,190 12,200 12,210 12,220 12,230 12,240 12,250 12,260 12,270
1

1 1 1 1 1 1 1 1 1 1 1 1
TGACTAGCATAATCCCAACCACCATGTTTATCTGATCAGGACAAGARACAATCATCTCAAACTGACACTGAGTAACTATCCAAACTGTAAAACTTACCCTAAGCTTCAAACTAGACCACCTCTCACTAACGT

TEACE@ACHETACBCcccaGCEacCcATRETEATETGATCAGGACAAGAGACGATCATCTCAAACTGACACTGARTAACTATCCAAACBATGAAACTTACCCTAAGCTTAAGCTAGACHACHTCTCACTAACHT
Elr Bf@a p a2 7TMIENTIw s/ QMENT[INTIs N w H wimlirer[@io rMI k@ ri@ls F k@b v F s @lrT

NDS5 gene

TGACTAGCATAATCCCAACCACCATGTTTATCTGATCAGGACAAGAAACAATCATCTCAAACTGACACTGAGTAACTATCCAAACTGTAAAACTTACCCTAAGCTTCAAACTAGACCACCTCTCACTAACGT
Blr simizie v rfMIF TN w s ¢ oFEN T [(TNT] s v wiH wiWlr(iTio v Wik [ ErfiEls F x[EID HIEN s [l T

ND5 gene

TGACTAGCATAATCCCAACCACCATGTTTATCTGATCAGGACAAGAAACAATCATCTCAAACTGACACTGAGTAACTATCCAAACTGTAAAACTTACCCTAAGCTTCAAACTAGACCACCTCTCACTAACGT

ND5 gene

12,280 12,290 12,300 12,310 12,320 12,330 12,340 12,350 12,360 12,370 12,?80 12,?90 12,400

1 1 1 1 1 1 1 1 1 1 1
TCGTCCCAGTGGCACTCTTTGTAACATGATCTATCATGGAGTTCTCAATATGATATATACACTCGGACCCGAACATCAACCGCTTCTTCAAGTATCTCCTCCTATTCCTCATCACTATAATTATTTTAGTGA

TcBrcccacTBecACTCTTTGTAACATGATCTATHCEAGARTTcTCcAABATGATATATACHCTCEGACCEBAACATCAACCGCTTEBTCAARTABCTRECTCCTATTHCTEATCACBATGATEABEETAGTEA

rEl s BN r Bl v sE:2Elr s v v v s DESEN: r B v - B c B - B

ND5 gene

TCGTCCCAGTGGCACTCTTTGTAACATGATCTATCATGGAGTTCTCAATATGATATATACACTCGGACCCGAACATCAACCGCTTCTTCAAGTATCTCCTCCTATTCCTCATCACTATAATTATTTTAGTGA

FiWie (WlafEierWir w s TUMEElr sMlw v MIHE s D P INIIIN R F F K v [ENENE] F BT 7 (M0T0T D50V

NDS5 gene

TCGTCCCAGTGGCACICTTTGTAACATGATCTATCATGGAGTTCTCAATATGATATATACACTCGGACCCGAACATCAACCGCTTCTTCAAGTATCTCCTCCTATTCCTCATCACTATAATTATTTTAGTGA

ND5 gene
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12,410 12,420 12,430 12,440 12,450 12,460 12,470 12,480 12,490 12,500 12,510 12,520 12,530 12,540
1 1 1
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ccecliaacaaccrafirccanfiterTcaTliceaTcAcAGGGECTECGEATHATATCETTCCTACTGATCGEATGETGGTACGGACGRGCCGACBCCAACACGGCAGCACTCCAAGCGGTECTGTARAAGCCCH
T A FIIlc wiEleWice T'M s FIIILII 6 w w Y 6 R A D T N T A aA[Elo a[WIE|Y N R[

NDS5 gene

CCGCCAACAACCTATTCCAACTATTCATCGGATGAGAAGGAGTAGGTATCATATCCTTCCTACTAATCGGATGATGGTACGGACGGACCGACGCCAACACGGCAGCACTCCAAGCGGTTCTGTACAATCGCG
T AN NIEIF QIEFIT 6 wiEBleWIiG I M s FIEILIT 6 W W Y GRTDANTAAMOANIEY N R

ND5 gene

CCGCCAACAACCTATTCCAACTATTCATCGGATGAGAAGGAGTAGGTATCATATCCTTCCTACTAATCGGATGATGGTACGGACGGACCGACGCCAACACGGCAGCACTCCAAGCGGTTCTGTACAATCGCG

ND5 gene

12,550 12,560 12,570 12,580 12,590 12,600 12,€I310 12,620 12,630 12,(?40 12,(?50 12,660 12,670

1 1 1 1 1 1 1 1 1 1
TCGGAGACATCGGCTTCATCTTAGCCATAGCATGATTTCTATTCCACTCCAACTCGTGGGAACTCCAACAAATCTTCATACTCAGCTTAAACGACAACACCCTCCCCCTCCTGGGCCTACTCCTGGCCGCAR

TCGGAGACATCGGCTTCETCETAGCCATAGCATGATTTCTARGCCABTClAACTCATGEGAACTCCAACAAATHTTEATACTHEARCBTAAACCARAACACCCTicCCccTCcTRBGGccTACTCCTRGCRGCAR

I'e p'T ¢ rlWiEiaM aw rFlEir # s N s wiENLIo o T F[MILIN Ziv EIN 7 [L0p [EVL] ¢ [LULUL A A

ND5 gene

TCGGAGACATCGGCTTCATCTTAGCCATAGCATGATTTCTATTCCACTCCAACTCGTGGGAACTCCAACAAATCTTCATACTCAGCTTAAAIGACAACACCCTCCCCCTCCTGGGCCTACTCCTGGCCGCAA

¥Wle pre  riTiniaMawvw FIEIF B s N s wiEILio o T F[MILlis @~ D ~ 7[Lp [BNL] 6 LILILI A Al

NDS5 gene

TCGGAGACATCGGCTTCATCTTAGCCATAGCATGATTTCTATTCCACTCCAACTCGTGGGAACTCCAACAAATCTTCATACTCAGCTTAAACGACAACICCCTCCCCCTCCTGGGCCTACTCCTGGCCGCAA

ND5 gene
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12,680 12,690 12,700 12,710 12,720 12,730 12,740 12,750 12,760 12,770 12,780 12,790 12,800

1 1 1 1 1 1 1 1 1 1 1 1 1
TAGGAAAATCCGCCCAATTCGGCCTACACCCATGACTACCCTCAGCCATGGAAGGACCTACTCCAGTATCCGCATTATTGCATTCCAGTACTATAGTAGTGGCAGGCATCTTCCTACTCGTACGATTCCACC

BaceanaarcceeccaarrceeecTacacccTeafiracclircacccATEGAAGGACCTACTCCAGTATCCGCATTABTGCABTCCAGEACBATAGTAGTEGCGGGCATCTTCCTACTCGTACGATTCCACC
T/6 K s Ao F GIEIHE p witlir s aMEENG »p 7 P Wis ADIENE s s 1 [MIWIWI 2 ¢ I FEDNZOWI R F H

NDS5 gene

TAGGAAAATCCGCCCAATTCGGCCTACACCCATGACTACCCTCAGCCATGGAAGGACCEACECCBGTATCCGCABTATTGCATTCCAGTACTATAGTAGTGGCAGGCATCTTCCTACTCGTACGATTCCACC
Miec k s a0 F 6IElH » wiEBir s alMIElG P 7 P[Wis A[EIEIH s s 1 [MIVIVIA 6 I F[EILIVIR F H

ND5 gene

TAGGAAAATCCGCCCAATTCGGCCTACACCCATGACTACCCTCAGCCITGGIAIGACCTACTCCAGTATCCGCATTATTGCATTCCAGTACTATAGTAGTGGCAGGCATCTTCCTACTCGTACGATTCCACC

ND5 gene

12,810 12,820 12,830 12,840 12,850 12,860 12,870 12,880 12,890 12,900 12,910 12,920 12,930
CCCTCCTACAAAATAATAAACTAATCCTCACACTAGCCATATGTCTAGGGGCCATCACCACGCTATTCACCGCAATCTGTGCCTTAACACAGAATGATATTAAAAAAATCGTAGCCTTTTCTACATCCAGCC

ccBrBcracarar@arn@arcBc@aaTccrcacacTaBccararcBliTaccBccliaTcaccacBerarTeacliccaaTcrcBccc@raacacaBaarcarat@anaanaarcBricccrT@rc@acaTceachic
PMIENo v v s PINEN @ TMic@lc aldir @l rF 7 alflc AT o N DK KIINIIA F S T S s

ND5 gene

cccTccTACAAAAIAATAAACTAATCCTCACACTAGCCATATGTCTAGGGGCCATCACCACGCTATTCACCGCAATCTGTGCCTTAACACAGAATGATATTAAAAAAATCGTAGCCTTTTCTACATCCAGCC
PILTET o 8 N KRBT BIT(EiAaM c(Ei6 alT ¢ T[LIF T AT C a[LiT 0 N D I K K[IV/A F S T S §

NDS5 gene

CCCTCCTACAAAAIAATAAACTAATCCTCACACTAGCCATATGTCTAGGGGCCATCACCACGCTATTCACCGCAATCTGTGCCTTAACACAGAATGATATTAAAAAAATCGTAGCCTTTTCTACATCCAGCC

ND5 gene
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12,940 12,950 12,960 12,970 12,980 12,990 13,000 13,010 13,020 13,030 13,040 13,050 13,060
AACTAGGCTTAATAATAGTAACAATCGGAATCAACCAACCGCACCTAGCATTICTGCACATTTGCACICACGCATTCTT AAAGCATGCTATT [ TATGCTCIGGCTCCATCAT CACAACCTAAACAATG

AACTAGGCTTAATAATAGTGACAATCGGAATHAACCAACCEcAccTAGCATTHcTGCACATTTGCACHCACGCATTCTTEAAAGCEATGCTAT TliTATGCTClGGCcTCcCcATCATHCACAACCTAAACARG
ol mimMiMivir(TicI'Nn o P HIEIA FIIIH T ' c 7/H A F F K AMIZIF[Eic s 6 s[IT ® N[EIN N0

NDS5 gene

AACTAGGCTTAATAATAGTAACAATCGGAATCAACCAACCGCACCTAGCATTECTGCACATTTGCACHCACGCATTCTTlARAGCHATGCTATTEEBTATGCTCBGGCcTCCATCATECACAACCTARAACAARG
Qi e M Miwi T /I ¢ T'N o P HIIIA FIDIHII' c T H A F F K A[MILIF[@lc s ¢ s/(I'T ®H N[@in N1
ND5 gene

AACTAGGCTTAATAATAGTAACAATCHBBATCAACCAACC G m —m — m— o oo o o

ND5 gene

13,070 13,080 13,090 13,100 13,IIL10 13,2}20 13,}30 13,140 13,150 13,160 13,170 13,180 13,IIL9O 13,200

1 1 1 1 1 1 1 1 1 1
AJlCAAGATATCCGAAARATAGGGGICTATTCAAATICCCTCCCATTCACCACTCCTCCCTTATCATTGGAGCCTAGCATITAACCGG I ATACCITTCCTIICIGGITTCTACTCCAAAGACCTAATCATCG

aBcaacaflaTrcccananaTaccBececTarTcaraBeccTcccarcaccacBrecreceTraTcaTTGGRAGCCTAGCABTAACCCGGRATACCHATTCCTHECAGGRTTCTACTCCAAAGACCTAATCATCG
Elo pizir xMic clmlr x TP @rT v s sEITITc s@af@r cimie F@la ¢ F v s k DIEITIITN

ND5 gene

aGcaacr@aTccGAAAAATAGGEGGECTATTCAAAGCCCTCCCAITCACCACGTCCTCCCTTATCATTGGEAGCCTAGCABTAACCGGGATACCGTTCCTBRCBGCETTCTACTCCAAAGACCTAATCATCG
Elo pimir xMic clmlr x af@lp F T 7 s sEITNIIe s@laf@ricimie Flir/ic F Y s kK DIENIIIN

NDS5 gene

ND5 gene
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13,210 13,220 13,230 13,240 13,250 13,260 13,270 13,280 13,290 13,300 13,310 13,320 13,330
AATCAGCAAACACGTCIATACCAACGCCTGAGCCCTCITAATCACITAATIIGCCACHTCCCTCACAGCCITGTACAGCACICGCATCATCTTCTTC CICTACT AACCAACCACGCTTICATACTCTY

aaTcAaccAAACACGTClBABAccaacceccTeaceccTc@TanaTcaclliTaaTlcccac@rcccreacaceclBreTacacecacBeccarcaTcTreTTcBclcTacTBanrccaaccacceTT@cABACECTEA
Bls a/lm v s'N r/N A W AEIENT @I v sElT AfMly s v RIZNINF F TEWEIN 0 P R F 0 T [E

NDS5 gene

AATCAGCAAACACGTCEBABACcaAcGecTGAGCcCTCHTAATCACE@TAATEGCCACHTCCCTCACAGCCETGTACAGCACGCGCATCATCTTCTTCGCECcTACTEAACCAACCACGCTTHCABACHCTEA
Bls A/~ 7 s'H TN A w AN @I v sl Ay s v RIZNINF F AN N o »p R FIH T[N

ND5 gene

3 NDsSmiIsC
¢ > NDsgene 0 3

13,340 13,350 13,360 13,370 13,380 13,390 13,400 13,410 13,420 13,430 13,440 13,450 13,460
CCICTATCAATGAAATCAACCCCTCCCTICTIAATICCCATIARACGCITATTACT GG IAGT T TTCGCAGGATTCITAATCICCAACAACATAACACCAATACATIICCCCARATIACAATIICCAACTC

ccliceatcan@canaBcanccccrcect@erarBeccatliaaacccBraBliacTeccBacT

T s [(IINJEIN N P

ND5 gene

rTcccacGaTTClTAATCHCCcAACAACATAACACCAATGACARBBCCcCcCcARATGACAATECCAACHE
sEMUEik Pk REIMIEIG sfIir 2a'¢ FIENI]s N NM 7T PMiT 7 p ofMiT[HIr T

ND5 gene

ccBcBarcanBcannBcaaccccrcectlicT@arBcccaT@aracccliracBacTBeclacTeTBTTCGCcAGGATTCETAATCHCCAACAACATAACACCAATEACAGEGCCCCARATEACAATGCCAACEE
T P TN p sIENEIN P Ik RIENANIG sWIF A ¢ FIENIIr N Nl P MIT (W0 p oMl Mlp T

NDS5 gene

ND5 gene
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13,470 13,480 13,490 13,500 13,510 13,520 13,530 13,540 13,550 13,50 13,570 13,580 13,590
AC[TAAAACTATCAGCACTACATICACCATCI[CGGATT CTATTAGCCATAGAACTAAATCAACTIACTIIGIAACTTICAL NNNNCN [N o7 N NI\ SrCTAl] GGCTTCT

ac@raaaactarcacecactaBeaBrcaccarciicceartlicTagracccaTacaacTarrBcarcTGACRBGEAACHETECABCTTAAACEBECGTCHCACECEBEAEACATTETCTARCCTACTAGGCTTCT
HIEN kR [@0 s af@0r @ r[@s ¢ r 0¥l A T R K A p s H P Y T F s NIEIElc F

NDS5 gene

acfiraaaacTaTcAaGcACTAGCAGTCACCATCEHlcGGATTEcTABTAGCCATAGAACTAAARCAACTRACEHGHAACETGCAGCTTAAARRRECETCBCcACHCEE2ABACATTITCTAGCCTACTAGGCTTCT
HIDI k[0 s af@iaWir/ Tioic F DUl A MIENDIN of@ir ¢c NIINQMIIK K s s H s H T F s s[DIEIG F

ND5 gene

ND5 gene

13,600 13,610 13,620 13,630 13,640 13,650 13,660 13,670 13,680 13,690 13,700 13,710 13,720
TICCIACCATIITICACCGAACACCACCACACCTCACCCTCATICATIAGICAAAACTTATICITIATCCCTACTAGACITAATCTGACTTGAAARATCAG [ccTiTcccIaTTY fcTAG

TBccBaccaT@BTEcacccaacaccaccacaccTcacccTcAGeATlacHcaraAcHTAGCETHARCCcTACTAGACHTAABCTGACTTGARAAABCAGCCCCARAAGGCCTRTCCCEABTlAACCTCTAG

F p r[I0MIHE R v P P HNEN T E]sT0s o NUENANE r[ENEND Sl v wiEBlElx r a2 »p k 6¢IEls r[EN NSNS

ND5 gene

Tlcclaccarier@cacceanacaccaccacaccrcacccTcafcar@acBearanc@raficBt@accccracracacBranrficreacTreaaaaaGeacecccarrrBlccrercccBafit@aaccTlcTac
S s a
NDS5 gene

r p rEEER v p r IEIEEr B - BN s wiLTElK 2 A P K NILIS o F NILIL

ND5 gene
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13,730 13,740 13,750 13,760 13,770 13,780 13,790 13,800 13,810 13,820 13,830 13,840 13,850 13,860
CCTCAATCAATATITCCAACCAAAAAGGCT AT AAACTCTACTTC TCTCTTTCCTCATTCACT CTCCT /GTCTTACTCTCACTACCCTACCACCTCGCGTAACCTCAATCACGATAARAATACTAAT

—.—.-—.-.-—.—-—m

ccrcarBean@ar@rccanccananaccBerBaTlaracTcracrrcBrercrrreccTeaTTlicacTBerccTBATEETACTCBcACTABCCTACCACCTCGCGTAACCTCAABCACEABAAGAAEACTARE
A s N NII's N o K IEIT x[Elvy FlIls F[EII s PO T v HIE A s vl

ND5 gene

ND6 gene

ccrcaafican@iarlirccaaccaaanaccicTéaT@aracTcTacTTCBrCTCTTTCCTCATTRCACTGCTCCTAGTCTTACTCTCACTACCCTACCACCTCGCGTAACCTCAATCACGATAAAAATACTAAT
a sINNIIIs N o K 6UNENTII k MEN v r 0Bl s r [ENT] v [ENENENVINENEY s 0E0 » v (8 050 A EEWENTOWTY £ IT0 s T8

ND5 gene

ND6 gene

—————————————————————————————————————————————————————————— G TCTTACTC THAiTACCCTACCACCTCGCGTAACCTCAATCACGATAAAAATACTAAT

ND5 gene

I‘TI

6 gene

13,870 13,880 13,§90 13,?00 13,910 13,920 13,930 13,940 13,950 13,?60 13,?70 13,?80 13,?90

1 1 1 1 1 1 1
AAACAGCGCCCAACCAGCCACAACCATCAACCARACACCATAATCATATAACGCAGACACCCCAACGTAATCCCCACGAAGGAACCCCACTTCACCACCACCAAGAACAACCCAATCCTCIATATATITTAAS

BaacacccecccanccacecafiaGeiatBanccanacBecaraatiaraaaccecacacacceccaacBanrcclicaccan@lancccclicB@cBccaccaclarBanr@anclicaarccTclaTaBaABTTAAE

fieia wie afmamir wiWle v N vy[Ela sWiciWic pElrWIF clElc ¢ ¢ s FlIIW w DIEIMCKF

ND6 gene

AAACAGCGCCCAACCAGCCACAACCATCAACCAGACACCATAATCATATAACGCAGACACCCCAACGTAATCCCCACGAAGGAACCCCACTTCACCACCACCAAGAACAACCCAATCCTCIATAIAITTAAG
w Y Y Y R F w

o]
>
=
>
>
w0
<
=

ND6 gene

AAACAGCGCCCAACCAGCCACAACCATCAACCAAACACCATAATCATATAACGCAGACACCCCAACGTAATCCCCACGAAGGAACCCCACTTCACCACCACCAAGAACAACCCAARIINININNINININININININNINININ]

ND6 gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

14,000 14,010 14,020 14,030 14,040 14,050 14,060 14,070 14,080 14,090 14,100 14,110 14,120
1 1 1 1 1 1 1 1 1 1 1 1 1
ACCACAATACACIIACTICITITTICATCACCACTAIAAAAITAAAATTIATTIACCAACCCIITCAACCAATIAAGCCCATTAACAAGCCCCCARAACAACAACACTCGACCCCCAAGCCTCAGGATATTCTTCAGT

AccACAAGACACHEAACECEREABcATcAccACE@arArETARAAEGABREACCAACCCiTcAACccARAAGcccaTTAACAABCCBCcccarArcARCAACAliTRGAicclicarcecTcaceaTABTCETCAGT

6 c siwir clWc D6 siElF s'6c w afElr v [ EWENCT

ND6 gene

accacarBacaceeaciclicliclicaTcaccac@liaanaGrarar@Rafi@accaaccc@rcaaccan@ancccca@lancancecliccca@AACAACAGCACTCGACCCCCAGGCCTCAGGATATTCTTCAGT

‘6 c FIWis[EIT D D 6 G IEIEILIWITIVILI ¢ [ENVILIL ¢ Wlrfic ¢ Wivwivwia s s ¢ w afElr v [ EWENT

ND6 gene
S N T S ST g i 7l c Gl Bl cc AABACABIC AACACTCGACCCCCAAGCCTCAGGATATTCTTCAGT

ND6 gene

14,130 14,140 14,150 14,160 14,170 14,180 14,190 14,200 14,210 14,220 14230 14,240 14,250
AGCCATGGCAGTGGTATACCCAAACACCACCAGCATCCCACCTATATATACTAAAAASACCATI/AALCCCARAAAAGATICCCCCAGAACTCATCACCATACCACACCCAACTCCTCCACCCACAATCAACCC

acccaTBecacTBeTETACCCAAACACCACCAGCATHccAccEAGATAlACHAAAAABACCATEAAGCCCARAAAAGARCCCcCccABGACTlATHACCATACCACARCCAACTCCBCcCcACCHACAATCAGCCC

afmia v v v ¢ FIWINIEIN ¢ ¢ o]y [ Witl r [WiMTEl ¢ IEi F s ¢ 60 s MIWIM ¢ c ¢lWic ¢ ¢ WiTIEiG

ND6 gene

AGCCATGGCAGTGGTATACCCAAACACCACCAGCATCCCACCEARATARACEAAAAAGACCATHAABCCCAAAAAAGAGCCCCCAGAACTCATCACCATACCACACCCAACTCCTCCACCCACAATCAACCC

afMia v v v 6 FIVINIEIM ¢ 6Ll vy Witl r[WiIMIEIcIEiF s 6 6 s sMIVIM ¢ c ¢lWic ¢ ¢ WITILiG

ND6 gene

AGCCATGGCAGTGGTATACCCAAACACCACCAGCATCCCAC————INII IS NN ININININ I IS NN PN PN PN PPN ININININININICAGAACTCATCACCATACCACACCCAACTCCTCCACCCACAATCAACCC

ND6 gene



14,260 14,270 14,280 14,290 14,300 14,310 14,320 14,330 14,340 14,350 14,360 14,370 14,380
1 1 1 1 1

1 1 1 1 1 1 1 1
Consensus CAAACCACCATAAATAGGAGATGGCTTAGACGAAAAACCAATAAAACTAACCACAAAAACCACACTTAGTARARACACGGTATATATCATAATTCTCACATGAGATCTAACCATGACCAATGATATGARARA
Translation

Choloepus_didactylus_NC  caAACCECCATAAATAGGAGATGGCTTGEAECAAAAACCAREBAAAACTAGCCACARAAATHACACTTARGAAAAABACRATATATATCATAATTCTCACATGGRATHTAACCATGACCAATGGEATGARAAR

Translation ffie e vfIie s P x c s FlelWr s al¥lr [T0W s [E0E0 r (WD v (000

ND6 gene

Mybdon_danNmH_Debuc CAAACCACCATAAATAGGAGATGGCTTAGACGAAAAACCAATAAAACTAACCACAAAAACCACACTTAGTAAAAACACGGTATATATCATAATTCTCACATGAGATCTAACCATGACCAATGATATGAAAAA

Translation B c vyfi@e s »p x s s FlcITIr s VIV r [WWH s PEEN ¢ 0 v v (MO0

ND6 gene

Mylodon_darwinii_Slater CAAACCACCATAAATAGGAGATGGCTTAGACGAAAAACCAATAAAACTAACCACAAAAACCACACTTAGTAAAAACACGGTATATATCATAATTCTCACATGAGATCTAACCATGACCAATGATATGAAAAA
Translation

ND6 gene

|

14,390 14,400 14,410 14,420 14,430 14,440 14,4}50 14,460 14,470 14,480 14,490 14,500 14,510 14,520

1 1 1 1 1 1 1 1 1 1 1 1 1
Consensus CCACCGTTGTAATTCAACTATGAGAACTAATGACCAACATTCGCAARACACACCCCCTGTTCARAATCATTAACCACGCGTTCACTGACCTACCCGCACCATCAAACATCTCGGCATGGTGARACTTCGGCT

Translation

Identity

Choloepus_didactylus_NC ccACCGTTGTGAGTCAACTAGAAGAACTAATGACCAACATTCGCAAAACACACCCCHTATTEAAAATCATTAACCACACATTEABECACCTACCCACACCATCARAACATCTCCGACETGATGARACT THGGCT

Translation Mir wiEirR x 7/ P MENF k(0TI N @ v FIINDMEN P 7 P s NUEls T W W N F[G

CYTB gene

Mylodon_darwinii_Delsuc CCACCGTTGTAATTCAACTATGAGAACTAATGACCAACATTCGCAAAACACACCCCCTGTTCAAAATCATTAACCACGCGTTCACTGACCTACCCGCACCATCAAACATCTCGGCATGGTGAAACTTCGGCT

TINTINR K v H PRENF KIEININN H A F T/DNENP A P s NUElS A W W/N F G

CYTB gene

Translation

Mylodon_darwinii_Slater CCACCGTTGTAATTCAACTATGAGAACTAATGACCAACATTCGCAAAACACACCCCCTGTTCAAAATCATTAACCACGCGTTCACTGACCTACCCGCACCATCAAACATCTCGGCATGGTGAAACTTCGGCT
Translation

CYTB gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

14,530 14,540 14,550 14,560 14,570 14,580 14,590 14,600 14,610 14,620 14,630 14,640 14,650

1 1 1 1 1 1 1 1 1 1 1 1 1
CCCTCCTAGGAATCTGCCTGATCATACAGATTCTAACAGGCCTATTCCTGGCAATACACTA- -CACATCCGACACAATCACCGCCTTCTCGTCCGTCACCCACATCTGCCGAGACGTARACTACGGCTGAAT

cBcrccraceaaTBrecctBarcaTAcABATECcTAACAGGHCTEBTTCCTHCCBATACAETA  cACABCHcABAcAABCcAcceecTTCTCHTCCGTRACCCACATCTGCCGAGACGTAAACTACGGCTGAAT
s [ENEN ¢ Ml ¢ T eIl FElAMMIE Y- 7 p/D T T T AF S sET/EIAc R DIWIN Y 6 wlI

CYTB gene

CCCTCCTAGGAATCTGCCTGATCATACAGATTCTAACAGGCCTATTCCTGGCAATACACTA  CACATCCGACACAATCACCGCCTTCTCGTCCGTCACCCACATCTGCCGAGACGTAAACTACGGCTGAAT
s TGN c DTSN O NG v PCUNEN r BN~ AN v-- T s Bl v Bt 2 r s s Bl v JENEE c R DCEEENEN v 06N v @
CYTB gene

CCCTCCTAGGAATCTGCCTGATCATACAGATTCTAACAGGCCTATTCCTGGCAATACACTA.CGCATCCGACACAATCACCGCCTTCTCGTCCGTCACCCACATCTGCCGAGACGTAAACTACGGCTGAAT

CYTB gene

14,660 14,670 14,680 14,690 14,700 14,710 14,720 14,730 14,740 14,750 14,760 14,770 14,?80

1 1 1 1 1 1 1 1 1 1 1 1
TATCCGCTACCTCCACGCCAACGGAGCATCAATATTTTTCGTCTGCCTATATATGCATATCGGCCGCGGCCTATATTACGGCTCCTACTCCTACCTAGAAACCTGARACATTGGAGTCATIICTACTATTCAC

BarccecraccrecacBecaacceaceaTcaaTAaTT@rTEBTCTGCccTATATETECABATHCGCccocRCEATATABTACGGCTCCTACRCCTACCTARAAACCTGAAACATECGARTCATACTACTGTTCAC

R vy[@E '8 6 a s/MF FITc@lvy[@H T ¢ R s[H Y Y G s

CYTB gene

vy T vy Bl 1T w NIl G TUHNENEl FoT

TATCCGCTACCTCCACGCCAACGGAGCATCAATATTTTTCGTCTGCCTATATATGCATATCGGCCGCGGCCTATATTACGGCTCCTATCCTACCTEGGAAACCTGAAACATTGGAGTHBTBCTGCTATTCAC
TR vy[lH 2 N 6 A sMr FIVICcE vy [M HE I GRGIEY Y 6 s v s y[EIEIT w N T 6WITILIL F T

CYTB gene

TATCCGCTACCTCCACGCCAACGGAGCATCAATATTTTTCGTCTGCCTATATATGCATATCGGCCGCGGCCTATATTACGICTCCTACTCITAIC TAGAAACCTGAAACATTGGAGTCATICTACTATTCAC

CYTB gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

14,790 14,800 14,810 14,820 14,830 14,840 14,850 14,860 14,§70 14,880 14,890 14,900 14,910
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BcrBEaracccacaceaTT@aracecTABeTACTACCATGAGGACAAATATCATTiTGAGGEGCAACAGTAATEACAAACCTACTCTCAGCCATCCEGTACATHGGAACEBRABCTAGTAGAATGAATCTGAGG
Wimia v A FiMice vy WIEI P w 6 ofMis F w 6 A T[T r NIENEIs Al p viIle v NIDIWIElwW [Ilw G

CYTB gene

TGTTATAGCCACAGCATTTATAGGCTATGTACTTCCATGAGGACAAATATCATTCTGAGGAGCAACAGTAATTACAAACCTACTCTCAGCCATCCCATACATCGGAACAGATCTAGTAGAATGAATCTGAGG
Ml a v A FiMic v WIEI?» w 6 0fMis F wie A TWITIr NIDWENs Al e vy[@Ilce T D DVEE]lvw Ilvw 6
CYTB gene

TGTTATAGCCACAGCATTTATAGGCTATGTACTTCCATGAGGACAAATATCATTCTGAGGAGCAACAGTAATTACAAACCTACTCTCAGCCATCCCATACATCGGAACAGATCTAGTAGAATGAATCTGAGG

CYTB gene

14,920 14,930 14,940 14,950 14,960 14,?70 14,?80 14,990 15,000 15,010 15,020 15,030 15,940

1 1 1 1 1 1 1 1 1 1
CGGATTTTCCGTAGACAAAGCCACATTAACCCGCTTCTTTGCCTTCCATTTCATCCTTCCATTCATTATCCTGGCCCTCGTACTAACACACCTGCTTTTCCTACACGAAACCGGATCARACAACCCACTAGG

GGGATTETCCGTAGACAAAGCCACATTAACCCGRTTCTTEACC@TECcABTTCATCCTBCcCcATTCATEATCRBRGCCCTHABARTAACACACCTRCTETTCCTACACGAAACCGGATCAAACAACCCACTGG
fer si@o x a2 @t rR F F 7@ FIZWEN e FII0Er A0 0 r 'E 00N r N EMEN T (¢ s v N plENG

CYTB gene

CGGATTTTCCGTAGACAAAGCCACATTAACCCGCTTCTTTGCCTTCCATTTCATCCTTCCATTCATTATCCTGGCCCTCGTACTAACACACCTGCTTTTCCTACACGAAACCGGATCAAACAACCCACTAGG

s@io x A @t R F F A F[H FITNENPr FITNT0EN & FEWINES « (8 JENEN r BN EEN v (¢ s '8 N P BN G

CYTB gene

B

CGGATTTTCCGTAGACAAAGCCACATTAACCCGCTTCTTTGCCTTCCATTTCATCCTTCCATTCATTATCCTGGCCCTCGTACTAACACACCTGCTTTTCCTACACGAAACCGGATCAAACAACCCACTAGG

CYTB gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

15050 15,060 15070 15080 15090 15100 15110 15120 15130 15140 15150 15160 15170 15,180
TATCTCCTCAGACTCCGACAAAATCCCATTCCACCCGTACTACACCGTAARAGATATCCTAGGCCTGTTCCTCATAATCCTCATCATACTAACACTGGTCTTATTTTACCCAGACCTCCTGGGAGACCCCGA

BarcrcB8cacacTcceacaaaarcccaTTlicaccceTacracaccBraanaacafarccraceclir@rrEcBcaraarcircaTcaTaBTaGcacTEGERGTATTETACCCAGACCTCCTRGGAGACCCCGA
(fis p/p sip x[@p FlHE P Y v T [M K D IITVEI ¢ IIWEl » FIINMIM A@iaf@ir v p DIEIEIG D P D

CYTB gene

TATCTCCTCAGACTCCGACAAAATCCCATTCCACCCGTACTACACCGTAAAAGATATCCTAGGCCTGTTCCTCATAATCCTCATCATACTAACACTGGTCTTATTTTACCCAGACCTCCTGGGAGACCCCGA

(ffls s'p s'p k(Xlp F H P v v T [WI K DITNEN GGl F IENMIT RIS © JENWIEN F v » (D EEI e D P (D

CYTB gene

TATCTCCTCAGACTCCGACAAAATCCCATTCCACCCGTACTACACCGTAAAAGATATCCTAGGCCTGTTCCTCATAATCCTCATCATACTAACACTGGTCTTATTTTACCCAGACCTCCTGGGAGACCCCGA

CYTB gene

15190 15200 15210 15220 15230 15240 15250 15260 15270 15280 15290 15300 15,310
CAACTACACCCCAGCARACCCCCTTAACACCCCACCACACATCAAGCCAGAGTGATATTTCCTCTTTGCATATGCCATCCTACGCTCTATCCCCAACARACTTGGAGGCGTCCTAGCCCTCATCTGCTCCAT

caafiracaccccliccaaacccect@aacaccccaccacacatfianBecacaBrcera@rrccrerrroc@rarcccarceraccerc@atlicccanfianact@ccaceeeTcBraccccTcercBlicTeccaT

f'm vy v p a N PEIN P2 P HMK P EIv vy FIEIF a v alll@IRrR sT0p /N k[Elc ¢ WIH ANV s T

CYTB gene

CAACTACACCCCAGCAAACCCCCTTAACACCCCACCACACATCAAGCCAGAGTGATATTTCCTCTTTGCATATGCCATCCTACGCTCTATCCCCAACAAACTTGGAGGCGTCCTAGCCCTCATCTGCTCCAT

fm vy v p aNPEIN TP P HT K PEIv vy FIEIF a v aAIIBIR s(T P N k[EIG 6 IWIE]A LT c s(T

CYTB gene

CAACTACACCCCAGCAAACCCCCTTAACACCCCACCACACATCAAGCCAGAGTGATATTTCCTCTTTGCATATGCCATCCTACGCTCTATCCCCAACAAACTTGGAGGCGTCCTAGCCCTCATCTGCTCCAT

CYTB gene



Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

15,320 15,330 15,?40 15,350 15,360 15,370 15,380 15,390 15,400 15,410 15,420 15,430 15,440
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ccTABTEcTAGEAATEETECCEATACTTCACACAGCAAAACAACGAAGCCTGATATTHCGACCAATCAGCCAATGCCTGTTETGAATACTARTGRCEAACHTECTAGTECTAACATGAATTGGAGGACAACC

a PIMIEI®E 7 A Kk 0 R S[EIM F R P[T' s o CcIEIF W 5 T wille 6 g P

CYTB gene

CCTAGTACTGGTAATTATCCCAATACTTCACACAGCAAAACAACGAAGCCTCATATTCCGACCAATCAGCCAATGCCTATTTTGAATACTAGTAGCCAACCTCCTGATCCTAACATGAATTGGAGGACAACC
oo p (M0ENE T A Kk 9 R sIEIMIF R PIIls o clir wiMiZiwlr vENININENr wiIlc 6 Q »
CYTB gene

CCTAGTACTGGTAATTATCCCAATACTTCACACAGCAAAACAACGAAGCCTCATATTCCGACCAATCAGCCAATGCCTATTTTGAATACTAGTAGCCAACCTCCTGATCCTAACATGAATTGGAGGACAACC

CYTB gene

15,450 15,460 15,470 15,480 15,4I‘r90 15,?00 15,510 15,520 15,530 15,540 15,550 15,560 15,570

1 1 1 1 1 1 1 1 1 1 1
AGTAGAACACCCATTCACCATCATCGGCCAACTGGCATCAATCTCATACTTCTCTATCATCCTAGTCCTAATGCCCGTAGCAGGCCTGATCGARAACAACTTAATAAAATGATAACAAGTCCTCGTAGTATA

AGTAGAACACCCATTCACCATCATHGeccaAcTGGcGTCAATCTCATACTTHTCEATEATCCTARTCCTAATECCCATAGCAGGCCTRATHCGAAAACAACETAATAAAATGAT -~ ~AAGTCCEGTAGTATA

[FEN s »p F T A s[I'ls Y F s p M A kK w -

CYTB gene

AGTAGAACACCCATTCACCATCATCGGCCAACTGGCATCAATCTCATACTTCTCTATCATCCTAGTCCTAATGCCCGTAGCAGGCCTGATCGAGAACAACTTAATAAAATGATAAC-AGTCCTCGTAGTATA
vy F os[T TILIVILIM p(V]a ¢ TiElN vitiM x KN

CYTB gene

[WiEls p rF T[0T 6 0Bl 2 s |1 s

AGTAGAACACCCATTCACCATCATCGGCCAACTGGCATCAATCTCATACTTCTCTATCATCCTAGTCCTAATGCCCGTAGCAGGCCTGATCGAAAACAACTTAATAAAATGATAACAAGTCCTCGTAGTATA

CYTB gene



15,580 155590 15,600 15610 15620 15630 15640 15650 15660 15670 15680 15690 15,700
Consensus JACAAATTACACTIGECTTGTAATCCATARATGAAGACATIICTTCCAAGG IIATIITCAT GIAGGAGIICACTATRIAY ‘TlecliccearalCiTiATTTCTIATTAAACTACCCCCTG - ~~ -AT

Translation

Identity L__-__--_-l--l---l-l-_--_-l-l--__-

Choloepus_didactylus_NC BACAAATTACACTGGTCTTGTAAACCARAAATGAAGRACAEHCTTCCARGCARAGTTCAGCAACGACAGCACHAF AGECCCACCATERAGCEcccArARCEGAGATTCTEATTAAACTACCCCCTGAGEAAT

Translation

Mylodon_darwinii_Delsuc ~ -ACAAATTACACTAGTCTTGTAAGCCAGAAATGAAGHACAGACTTCCAAGCGEAETTCARGGAGGAGGECACGAGEARECcCCACCATRGGCECCCARAGCEARRGTTCTEATTARAACTACCCCCTG AT

Translation

Mylodon_darwinii_Slater NACAAAT ——————mmmm e INNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
Translation
gap > S

15’|710 15,720 15,730 15,740 15,?50 15,I760 15,770 15,780 15,790 15,800 15,810 15,820 15,830 15,84'10

1 1 1 1 1 1 1 1 1
Consensus [IACATAATEICITICTACCCIIATGTGCCACACCAGTATTAAAACACC -~~~ ===~~~ =~——~~ ACACCCGCACTCAGTCCGAGTGCGGCATACGGCCCTATGTTTTATCGTGCATACATTTATATTCCCCAT

Translation

Choloepus_didactylus_NC facaTaaT@ACEACAAcccE#aTcTcccBBcBcacTaTTeABGCACCEACACCHARCTFACCECGCECCcCECEETcEEECcCEEEEC CHFARAGCCCCCCTATGETTTATCGTGCATACATTTATATTCCCCAT

Translation
Mylodon_darwinii_Delsuc ~ E@ACATAATGGCEECGACCCEAATGTGCCACACCAGTATTAAAACACC ACACCCGCACTCAGTCCGAGTGCGGCATACGGCCCTATGTTTTATCGTGCATACATTTATATTCCCCAT
Translation
Mylodon_darwinii_Slater I I IS |C CACACCAGTATTAAAACACC ACACCCGCACTCAGTCCGAGTGCGGCATACGGCCCTATGTTTTATCGTGCATACATTTATATTCCCCAT
Translation

2 gap S —————————————————— O e D




Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

15,850 15860 15870 15880 15890 15900 15910 15920 15930 15940 15950 15,960 15,970
GGATATCATCTATATACTAACCATTATTTATATTACATAGTACATTARATCCTTGATCGTACATAGCACATTACTTGAAATCA-TCCCTGCCACCATGCTTACCTCTTCCCTTAACCCTGCTTTGATCAGCA

cBaraTcaTcTATATGCTAACHATTABRTATATTACATAGTACATTAAABCCTTGATCGTACATAGCGCATEABBTCAAATHAGE CCEcccAccATGCHTABCECETCcccTTABcECBcc-TTRATEABCA

GGATATCATCTATATACTAACCATTATTTATATTACATAGTACATTAAATCCTTGATCGTACATAGCACATTACTTGAAATCA TCCCTGCCACCATGCTTACCTCTTCCCTTAACCCTGCTTTGATCAGCA

GGATATCATCTATATACTAACCATTATTTATATTACATAGTACATTAAATCCTTGATCGTACATAGCACATTACTTGAAATCA TCCCTGCCACCATGCTTACCTCTTCCCTTAACCCTGCTTTGATCAGCA

15,980 15,990 16,000 16,010 16,020 16,030 16,040 16,050 16,060 16,070 16,080 16,090 16,100

1 1 1 1 1 1 1 1 1 1 1 1 1
AGCTTCGAGAAACCAGCAACCCGCCCAATAAGTGCCCCTCTTCTCGCTCCGGGCCCATCCATCGTGGGGGTTTCTATAACGGAACTATACCTGGCATCTGGTTCTTTCTTCAGGGCCATG-CTCTTAGTAAT

acc@eccecaraficaceanacccBiiccAaTaAAGTEECCCTCTTCTCGCTCCGGGCCCATCHATCGTGGGGGTTTCTATABAGGAACTATACCTGGCATCTGGTTCTTTCTTCAGGGCHATCGACEBCETAGTAAT

AGCTTCGAGAAACCAGCAACCCGCCCAATAAGTGCCCCTCTTCTCGCTCCGGGCCCATCCATCGTGGGGGTTTCTATAACGGAACTATACCTGGCATCTGGTTCTTTCTTCAGGGCCATG CTCTTAGTAAT

AGCTTCGAGAAACCAGCAACCCGCCCAATAAGTGCCCCTCTTCTCGCTCCGGGCCCATCCATCGTGGGGGTTTCTATAACGGAACTATACCTGGCATCTGGTTCTTTCTTCAGGGCCATG CTCTTAGTAAT




Consensus
Translation
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Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

16,110 16,120 16,130 16,140 16,150 16,160 16,170 16,180 16,190 16,200 16,210 16,220 16,?30
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cGeecATAcGETCClCTTAAATAAGACATCTCGATGGATAATGACTAATCAGCCCATGATCACACATAACTGTGGTGECATGCATTTGGTATCTTTTTTTTTGGGGGGGGHAA-TBGCcTATCACTCEACTA

CGCCCATTCGTTCCCCTTAAATAAGACATCTCGATGGACTAATGACTAATCAGCCCATGATCACACATAACTGTGGTGTCATGCATTTGGTATCTTTTTTTTTGGGGGGGGGAACTTGCTATCACTCAACTA

CGCCCATTCGTTCCCCTTAAATAAGACATCTCGATGGACTAATGACTAATCAGCCCATGATCACACATAACTGTGGTGTCATGCATTTGGTATCTTTTTTTTTGGGGGGGGGAACTTGCTATCACTCAACTA

16,240 16,250 16,260 16,270 16,280 16,290 16,300 16,310 16,320 16,330 16,340 16,350 16,360

1 1 1 1 1 1 1 1 1 1 1 1 1
AGGCCTAAGTATAGGCCTCGC-ACGGTCAACTAAACTCGTAGCTGGGCTTAACTTGAAGTATCGACGCGGECAACAT I IACCCN]- - - ATTF T CIGFTCIGTCGATGGATNCCGGGATTGII A1 GIGATAT

fccccraccBeTacececTiccBacBeTeBac--aacTlicTaccBeGECBTAABTTGAAGEETCCGACGCGGTCAACATGECEAC cCBlABANCBEccAcTTCHeTceATGCARCCeGCARBCHEHACGGARAT

AGGCCTAAGTATAGGCCTCGC ACGGTCAACTAAACTCGTAGCTGGGCTTAACTTGAAGTATCGACGCGGTCAACATREAGACCCGE  ABGEACHcTTCEcTCCATGCAGCCGCGAGHCREEECHCAGAT

AGGCCTAAGTATAGGCCTCGC ACGGTCAACTAAACTCGTAGCTGGGCTTAACTTGAAGTATCGACGCGGTCAANINININININININININININY

INNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

v

gap 2>

vy




Consensus
Translation

Identity

Choloepus_didactylus_NC
Translation

Mylodon_darwinii_Delsuc
Translation

Mylodon_darwinii_Slater
Translation

Consensus
Translation
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Translation
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Translation
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Translation

16’|370 16,?80 16,?90 16,4I100 16,4I110 16,1120 16,4}30 16,1140 16,1150 16,4I'60 16,1170 16,4}80 16,1190 16’590
felel Y YORK(e):\ LANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN NN NN NN N NN NN N N N NN N N N 1
[

GGTEECRGGATA— - — =~ — - — o

GGTECCGHEG AT AECCTTTAATGGECGCAGGACATGTATTTCATGGTCACAGGATATATGTTCAATGGTC

INNNNNNNNNNN NRIGNININNINININENINPNINININ NSNS IS EN AN NN SN NN AN SN NS N SN BN NS N PR AN NI NN NN N NI NI NN NN NN NN NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

> gap 2.2

16,510 16,520 16,530 16,540 16,550 16,560 16,570 16,580 16,590 16,600 16,610 16,620 16,630
————————— GEATNGACAIVANACG I NAGITA - - - -~ - - -~ —— = === = === - == == - — - - NCATNCCIAFANY - - - - - - - - - - - - - - - ENCCNE TN VANEVATAATAGCAATATHFT CATE
L e B = = — EE = e

GCAGGACATGEARACCEATA G TACGEATACGCATACCEATACGCATACCEATACG A A CGEA TACCEATACTCAGEARACE (ECCEETEEEEEEAGETATAATAGCARTATTTTCATT

NRINNIIA G c A AcAREBABACcecBACElA
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Figure S12: Maximum likelihood tree of available sloth mitogenomes obtained with RAXML
under a single GTR+G model. Our new Mylodon mitogenome sequence is indicated in red to
illustrate its much shorter branch length relative to the one previously obtained by Slater et al.
(2017). Branch lengths represent mean number of substitutions per site.



