Sequencing product and chromatogram from forward primer ( CTA AGG CCA ACC GTG AAA AG ) - GACCTTCAACACCCCAGCCATGTACGTAGCCATCCAGGCTGTGCTGTCCCTGTATGCCTCTGGT

Note: Positions 3, 8 were called manually as a C and an A, respectively.
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Mus musculus actin, beta (Actb), mRNA
Sequence ID: NIM_007393.5 Length: 1935 Number of Matches: 2
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Mus musculus leucine rich repeat containing 58 (Lrrc58), mRNA
Sequence ID: NIWM_177093.3 Length: 8592 Number of Matches: 1
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Sbjct 2626 CAATACCCCAGCCATGTCTGTAGCCATCCAGGCTATGLTETCCCTAGTATGCCTCTGET 2683
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