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Figure S1. Titration plots of 100 nM A-site:F-NEO complex with compound 2. ICs, values for E.
coli, human cytosolic, and A1555G A-sites were 173 £ 1 nM, 146 + 10 nM, and 270 = 10 nM,
respectively.
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Figure S2. Titration plots of 100 nM A-site:F-NEO complex with compound 5. ICs, values for
E. coli, human cytosolic, and A1555G A-sites were 151 = 10 nM, 140 + 10 nM, and 249 + 47 nM,
respectively.
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Figure S3. Titration plots of 100 nM A-site:F-NEO complex with compound 6. ICs values for .
coli, human cytosolic, and A1555G A-sites were 162 = 13 nM, 129 + 1 nM, and 196 + 4 nM,

respectively.
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Figure S4. 1Cs of anthraquinone-neomycin conjugates in cell-free luciferase inhibition assays for
prokaryotic systems. ICsy is the concentration of the compound that inhibits translation of
luciferase as determined in the cell-free translation assay described in the Material and Methods.
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Figure S5. 1Cs of anthraquinone-neomycin conjugates in cell-free luciferase inhibition assays for
eukaryotic systems. ICsg is the concentration of the compound that inhibits translation of luciferase
as determined in the cell-free translation assay described in the Material and Methods.




