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Supplementary Figure S1 Tissue expression profiling of the
eight candidate miRNAs. miRNA expression was determined by RT-
qPCR in several reproductive organs such as testis, epididymis and
prostate, as well as in exosomes from seminal plasma and lympho-
cytes. Expression levels relative to miR-30d-5p and miR-30e-3p are
shown.


