
Supplementary Figure S4 Progesterone target genes that are
likely to be regulating LGR5 in the secretory endometrium and in the
endometrial epithelial side population cells. The potential LGR5 regu-
lating genes that are differentially expressed in the epithelial side
population cells compared with the unsorted epithelial cells
(Supplementary Table SIII) and in the secretory endometrium com-
pared with the proliferative phase endometrium (Supplementary
Table SIV) were included in the IPA upstream analysis to identify
those which are downstream targets of progesterone.


