SUPPLEMENTARY TABLE S5. INTRAPATIENT MUTATIONS IN HIV nef SEQUENCES OF VARIOUS TISSUES
AND ORGANS COMPARED TO THE LIVER FOR PATIENT DY, PATIENT AZ, AND PATIENT AM
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Patient AZ

Position in HXB2
Residue in HXB2

Juy
[e]
N

194
\%

Liver

Frontal cortex
Threshold
Liver
Lymph node
Threshold
Liver
Meninges
Threshold
Liver

Spleen
Threshold

AARA-

<Z< |H

<HSIIHLI<S =S <S=Z

Patient AM

Position in HXB2
Residue in HXB2
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(continued)



SUPPLEMENTARY TABLE S5. (CONTINUED)

Patient AM

Position in HXB2
Residue in HXB2
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Amino acid differences between nef in the liver and other tissues were included only if the amino acid was conserved at a frequency of 0.8
in the liver. Dots represent no difference between residues of the liver and the other tissue. Residues not shown are conserved in all tissues.
Dashes represent insertions and/or deletions relative to HXB2. The core domain structure (residues 56-159 and 175-206) is highlighted and in

bold.

Sequence data were originally reported in Lamers et a
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