
Table S2: Summary of overall quality and variants identified in all samples sequenced
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HD09A M 0.9719750 30.3418780 0.9635160 0.9357090 0.7751630 0.0124160 0.9799320 0.9743010 0.9126710 0.1082440 3,149,462 1,359,847 1,789,615 1.32 2.15 125932 144566 17594 7270 10324 1.42 3.31 96 135 1658 1633 25 24 11
HD09B F 0.9665510 30.4995640 0.9610440 0.9472960 0.7935400 0.0118940 0.9780990 0.9736890 0.9221250 0.0942500 3,159,560 1,349,394 1,810,166 1.34 2.14 126998 145296 17461 7291 10170 1.39 3.33 95 131 1686 1661 25 26 8
HD09C M 0.9720320 31.0611840 0.9640000 0.9377460 0.7792590 0.0208240 0.9797240 0.9739170 0.9052090 0.1301710 3,148,538 1,360,567 1,787,971 1.31 2.15 126405 144799 17327 7277 10050 1.38 3.33 96 128 1683 1655 28 24 10
HK164A M 0.9766680 31.9722350 0.9722260 0.9650030 0.8941240 0.1999750 0.9803100 0.9759480 0.9298350 0.1671180 3,183,911 1,338,357 1,845,554 1.38 2.15 127855 145558 17777 7291 10486 1.44 3.34 86 130 1708 1680 28 20 8
HK164B F 0.9712250 31.5230700 0.9669460 0.9618970 0.9179480 0.1600910 0.9790780 0.9755400 0.9453630 0.1252080 3,173,694 1,329,075 1,844,619 1.39 2.15 127428 145531 17678 7142 10536 1.48 3.31 101 131 1651 1625 26 18 8
HK164C M 0.9767010 32.1093380 0.9722880 0.9651800 0.8947090 0.2058300 0.9799420 0.9752700 0.9290360 0.1713010 3,109,537 1,412,123 1,697,414 1.20 2.15 125158 142490 17312 7704 9608 1.25 3.30 97 124 1704 1673 31 18 8
HK180A M 0.9766970 33.7336540 0.9725570 0.9675950 0.9191950 0.2583910 0.9797460 0.9754480 0.9385770 0.2388310 3,182,179 1,366,251 1,815,928 1.33 2.15 128333 146779 17729 7462 10267 1.38 3.31 96 154 1839 1811 28 40 11
HK180B F 0.9712120 34.8553190 0.9672180 0.9638070 0.9496810 0.2885610 0.9788160 0.9755550 0.9620440 0.2517600 3,154,980 1,366,586 1,788,394 1.31 2.15 127470 145377 17682 7485 10197 1.36 3.32 96 150 1816 1789 27 30 6
HK180C M 0.9767350 34.0695540 0.9725780 0.9676800 0.9201410 0.2762630 0.9796290 0.9748730 0.9345220 0.2263010 3,161,277 1,367,185 1,794,092 1.31 2.15 127433 145991 17760 7527 10233 1.36 3.30 95 151 1812 1785 27 36 10
HK96A M 0.9765330 29.1882400 0.9716840 0.9614710 0.8666750 0.0969530 0.9796330 0.9737100 0.9128540 0.0916850 3,149,773 1,370,133 1,779,640 1.30 2.15 125703 144492 17320 7349 9971 1.36 3.32 101 138 1564 1531 33 25 9
HK96B F 0.9708350 26.7097530 0.9659190 0.9578010 0.8529320 0.0365360 0.9783480 0.9737270 0.8822930 0.0251200 3,141,621 1,348,449 1,793,172 1.33 2.15 124998 143271 17493 7301 10192 1.40 3.33 95 141 1403 1377 26 18 8
HK96C M 0.9764250 28.8411900 0.9715330 0.9610970 0.8621390 0.0874780 0.9795910 0.9735220 0.9058590 0.0725310 3,151,261 1,354,377 1,796,884 1.33 2.15 125709 144328 17511 7271 10240 1.41 3.33 99 150 1525 1492 33 20 11
HK97A M 0.9761130 31.4372020 0.9718050 0.9643260 0.8907700 0.1745480 0.9791970 0.9740500 0.9279850 0.1619240 3,156,480 1,374,052 1,782,428 1.30 2.15 126500 144721 17659 7580 10079 1.33 3.29 100 136 1705 1672 33 18 11
HK97B F 0.9707140 26.6072880 0.9659780 0.9587390 0.8541970 0.0345440 0.9782660 0.9736520 0.8736780 0.0227670 3,134,238 1,367,078 1,767,160 1.29 2.15 125177 143632 17370 7442 9928 1.33 3.35 98 131 1425 1396 29 20 7
HK97C M 0.9759650 26.0086510 0.9705380 0.9545840 0.8107830 0.0335520 0.9790300 0.9695810 0.8589960 0.0256450 3,153,004 1,349,416 1,803,588 1.34 2.15 125008 143589 17675 7437 10238 1.38 3.32 99 136 1370 1344 26 21 8
HK9A M 0.9763050 29.1478540 0.9695430 0.9437520 0.7748620 0.2011470 0.9797440 0.9707010 0.8976360 0.3913950 3,111,786 1,360,449 1,751,337 1.29 2.15 123662 141750 17495 7390 10105 1.37 3.32 95 139 1435 1408 27 26 10
HK9B F 0.9710900 30.1195180 0.9665810 0.9605200 0.8929660 0.1343660 0.9786880 0.9748750 0.9146220 0.0924240 3,137,051 1,360,894 1,776,157 1.31 2.15 125221 143969 17383 7388 9995 1.35 3.34 94 133 1590 1566 24 25 8
HK9C M 0.9763980 28.7427060 0.9716050 0.9611640 0.8552080 0.1005850 0.9793500 0.9719380 0.8823950 0.0630540 3,146,136 1,349,292 1,796,844 1.33 2.15 125527 143955 17356 7448 9908 1.33 3.36 99 137 1550 1521 29 26 11
VH105A M 0.9768990 35.2993870 0.9728770 0.9684900 0.9261920 0.3347790 0.9804880 0.9769320 0.9447570 0.3108220 3,168,753 1,367,108 1,801,645 1.32 2.15 127752 146505 17675 7378 10297 1.40 3.33 97 142 1905 1868 37 37 13
VH105B F 0.9712160 35.7900170 0.9674190 0.9641480 0.9525240 0.3364020 0.9794770 0.9764540 0.9647210 0.2805120 3,164,210 1,359,200 1,805,010 1.33 2.15 127072 145421 17447 7408 10039 1.36 3.36 97 131 1887 1863 24 26 11
VH105C M 0.9765490 34.7282560 0.9725590 0.9680740 0.9242060 0.3069420 0.9801330 0.9766390 0.9406610 0.2451930 3,164,760 1,360,698 1,804,062 1.33 2.15 127419 145651 17533 7402 10131 1.37 3.37 95 140 1855 1824 31 34 14
VH106A M 0.9770480 32.6897850 0.9724760 0.9665290 0.9115940 0.2102870 0.9788310 0.9727580 0.9238700 0.1694270 3,152,394 1,370,468 1,781,926 1.30 2.15 127057 145459 17423 7328 10095 1.38 3.26 96 136 1720 1690 30 19 8
VH106B F 0.9714360 35.5017510 0.9674710 0.9641360 0.9520080 0.3204010 0.9794750 0.9768340 0.9647100 0.2587280 3,168,478 1,356,101 1,812,377 1.34 2.15 127970 146198 17444 7291 10153 1.39 3.34 107 150 1889 1862 27 29 12
VH106C M 0.9767380 36.2468350 0.9728930 0.9688130 0.9291950 0.3870850 0.9804230 0.9776450 0.9504170 0.3923190 3,162,811 1,356,100 1,806,711 1.33 2.14 127621 145764 17278 7300 9978 1.37 3.33 97 136 1925 1898 27 22 10
VH108A M 0.9769910 35.6378300 0.9730220 0.9686860 0.9269410 0.3516360 0.9808950 0.9780390 0.9512650 0.4015600 3,167,037 1,355,607 1,811,430 1.34 2.15 127934 146134 17526 7423 10103 1.36 3.34 89 119 1812 1781 31 22 8
VH108B F 0.9710830 35.5512010 0.9669610 0.9626940 0.9354560 0.3549800 0.9798600 0.9777690 0.9688800 0.4854350 3,154,767 1,362,750 1,792,017 1.32 2.15 126796 145390 17451 7373 10078 1.37 3.32 105 125 1779 1746 33 22 11
VH108C M 0.9771120 34.4773380 0.9729710 0.9683280 0.9233170 0.2912230 0.9808160 0.9774140 0.9430260 0.2489700 3,168,381 1,360,284 1,808,097 1.33 2.15 127888 146374 17599 7242 10357 1.43 3.38 90 120 1786 1760 26 23 10
* Using Picard CollectWgsMetrics with mininum base quality and mapping quality of 20

Sum 85,176,079 Sum 3,418,026 3,912,990
92,507,095

Avarage 0.9742684 31.958911 0.9694892 0.9605654 0.8846565 0.1936181 0.9795378 0.9748437 0.9254817 0.1945443 3,154,670 126,594 144,926 17,517 97 136 1,692

Avarage
3,426,189

Avarage of 
SNVs and Indels 
per genome
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