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CPOO7B57.1 = = = =« - mom eee e ...

CPO16861.1 - - - - ----- G B

CPO16863.1 - - -~ ------ G G

CPO12119.1 ==~~~ -~~~ G g

CPO121201 - - - ------ G g

CPO17094.1 - =~ ------ G g

CPO16858.1 - - -~ - ----- G G

CPO19563.1 -~~~ ------ fic B G

CPOO7454.1 = -~~~ -~~~ fic BccTBTEcCE B i

Consensus ATGATTTTCA CAGAGAAGTT AAAGATATTA AGGATAAGAA TTCAGACTTG AAAACTTTTA ATGCAGCAGA AGAAGATAAA

conservaon. [T R TR TR o nerr i Mmoo M
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

GCAACTAAGG AAGTATACGA

100

Conservation
0

It
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|

CP007670.1 BcE cA B
CP003033.1 BcT BcE cA A
CP018205.1 ek BcE GA ]
APO17377.1 BT BcE G A
LT598688.1 Bci BcE G B
CP007676.1 BcT BcE cA A
CP007672.1 ek BcE GA ]
CP007674.1 BT BcE G A
CP011526.1 Bci BcE G A
HF937103.1 BcE BcE cA A
AP009351.1 ek BcE GA ]
CP000046.1 BT BcE G A
CP000253.1 Bci BcE G B
AC025591.8 BcE BcE cA A
LT671859.1 ek BcE GA ]
CP007499.1 BT BcE G A
X17679.1 Bci BcE G A
CP007657.1 BcE BcE cA A
CP014444.1 ek BcE GA ]
CP014441.1 BT BcE G A
CP014438.1 Bci BcE G A
CP014435.1 BcE BcE cA A
CP014432.1 ek BcE GA ]
CP014429.1 BT BcE G A
CP014426.1 Bci BcE G A
CP014423.1 BcE BcE cA A
CP014420.1 ek BcE GA ]
CP014415.1 BT BcE G A
CP014412.1 Bci BcE G A
CP014409.1 BcE BcE cA A
CP014407.1 ek BcE GA ]
CP014402.1 BT BcE G A
CP014397.1 Bci BcE G A
CP014392.1 BcE BcE cA A
CP014387.1 ek BcE GA ]
CP014384.1 BT BcE G A
CP014381.1 Bci BcE G A
CP014371.1 BcE BcE cA A
CP014368.1 ek BcE GA ]
CP014365.1 BT BcE G A
CP014362.1 Bci BcE G A
CP014376.1 BcE BcE cA A
CP009423.1 ek BcE GA ]
CP016855.1 BT BcE G A
CP013231.1 Bci BcE G A
CP010300.1 BcE BcE cA A
CP010299.1 ek BcE GA ]
CP010298.1 BT BcE G A
CP010297.1 BcT BcE G A
CP010296.1 BcT BcE cA A
CP010295.1 BT BcE GA ]
CP007690.1 BT BcE G A
CP007176.1 BcT BcE G A
CP000730.1 BcT BcE cA A
CP000255.1 BT BcE GA ]
CP007539.1 BT BcE G A
CP007657.1 BcT BcE G B
AP014921.1 BcT BcE cA A
AB436955.1 BT BcE GA ]
AB489885.1 BT BcE G A
AB489873.1 BcT BcE G B
AB489883.1 BcT BcE cA A
AB489874.1 BT BcE GA ]
LT615218.1 BT BcE G A
AB436976.1 BcT BcE G B
AB489892.1 BcT BcE cA A
AJ306908.1 BT BcE GA ]
CP015646.1 BT BcE G A
AB488510.1 BcT BcE G B
EU105387.1 BcT BcE cA A
AB436975.1 BT BcE GA ]
AB488499.1 BT BcE G A
AJ309189.1 BcT BcE G B
FR821779.1 BcT BcE cA A
CP012593.1 BT TcE GA ]
CP012692.1 BT TGl G A
CP013955.1 BcT lule] e B
CP013953.1 BcT TGl cA A
CP014064.1 BT TcE GA ]
LT009690.1 BT TGl G A
AP017320.1 BcT TGl G A
CP010890.1 BcT TGl cA A
CP001844.2 BT TcE GA ]
CP001781.1 BT TGl G A
AB488501.1 BcT lule] e B
AB489898.1 BcT TGl cA A
HE579073.1 B TcE GA ]
HE579071.1 BT TGl G A
HE579069.1 BcT lule] e B
HE579065.1 BcT TGl cA A
HE579063.1 BETTGH BT GGGACEATCE cEEAcACTTHE
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1
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GGGHGEBTCE cA
GGGBGcEETCE CHEBCHECTTA

HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1
Consensus TCTCGTATCT GAAATTGATA CATTAGTTGT ATCATATTAT GGTGATA--- -AGGATTATG GGGAGCACGC GAAAGAGTTA

corsenaton, [T TFRTTIT FITATITT TEETIETIND PP T AT (TAACTAC A
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

BcHAc
BcHc

CGAGCAAAAC TGGACTTAAT

100

Conservation
0

i
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 B
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 B
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HE579061.1 @
HE579059.1
CP007657.1 - ---------
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1

. e] | cl@ i
CcP007454.1 GTEBCTEGCTT GH GATGGTETGT []

Consensus CCTTGGAGAT ACAGACAATC CACATAAAAT TACAAATGAA CGTATTAAAA -AAGAAATGA TTGATGACTT AAA----TTC

corsenaton, [[TTTEEETT TR TETTOECNT AN CECTIAri P T AR T

43



HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1

Consensus

AATTATTGAT GATTTCTTTA

100

Conservation
0

e e
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 B
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HE579061.1 TGGHEGH
HE579059.1 WGGHEGH
CP007657.1 - =« ---=---
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1
Consensus TGGAAACTAA ACAAAATAGA CCGAAATCTA TAACGAAA-- TATAATCCTA CAACACATAA CTATAAAACA AATAGTGATA

corsenaton, [[TTIREEETT FIACET TRl ATTIAI. TS P e MR
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1

Consensus

ATAAACCTAA TTTTGATAAA

100

Conservation
0

T
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CP007670.1

CP003033.1 BchE Bc lulel
CP018205.1 BcHA BAcBAcATCA
AP017377.1 BcE BcBAcATGA
LT598688.1 BcH BcBAcCATCA
CP007676.1 BchE BcBAcATGH
CP007672.1 BcHA BAcBAcATCA
CP007674.1 BcE BcBAcATGA
CP011526.1 BcE BcBAcCATCA
HF937103.1 BchE BcBAcATGH
AP009351.1 BcHA BAcBAcATCA
CP000046.1 BcE BcBAcATGA
CP000253.1 BcE BcBAcCATCA
AC025591.8 BchE BcBAcATGH
LT671859.1 BcHA BAcBAcATCA
CP007499.1 BcE BcBAcATGA
X17679.1 BcH BcBAcCATCA
CP007657.1 BchE BcBAcATGH
CP014444.1 BcA BcEECHTGH
CP014441.1 BCcA BGBEGHETCH
CP014438.1 BcE BcBAcCATCA
CP014435.1 BchE BcBAcATGH
CP014432.1 BcHA BAcBAcATCA
CP014429.1 BcE BcBAcATGA
CP014426.1 BcE BcBAcCATCA
CP014423.1 BchE BcBAcATGH
CP014420.1 BcHA BAcBAcATCA
CP014415.1 BcE BcBAcATGA
CP014412.1 BcE BcBAcCATCA
CP014409.1 BchE BcBAcATGH
CP014407.1 BcHA BAcBAcATCA
CP014402.1 BcE BcBAcATGA
CP014397.1 BcE BcBAcCATCA
CP014392.1 BchE BcBAcATGH
CP014387.1 BcHA BAcBAcCATCA
CP014384.1 BcE BcBAcATGA
CP014381.1 BcE BcBAcCATCA
CP014371.1 BchE BcBAcATGH
CP014368.1 BcHA BAcBAcCATCA
CP014365.1 BcE BcBAcATGA
CP014362.1 BcE BcBAcCATCA
CP014376.1 BchE BcBAcATGH
CP009423.1 BcHA BAcBAcCATCA
CP016855.1 BcE BcBAcATGA
CP013231.1 BcE BcBAcCATCA
CP010300.1 BchE BcBAcATGH
CP010299.1 BcHA BAcBAcCATCA
CP010298.1 BcE BcBAcATGA
CP010297.1 BcE BcBAcCATCA
CP010296.1 BchE BcBAcATGH
CP010295.1 BCcHA BAcBAcCATCA
CP007690.1 BcE BcBAcATGA
CP007176.1 BcE BcBAcCATCA
CP000730.1 BchE BcBAcATGH
CP000255.1 BCcHA BAcBAcCATCA
CP007539.1 BcE BcBAcATGA
CP007657.1 BcE BcBAcCATCA
AP014921.1 BchE BcBAcATGH
ABA436955.1 BCcHA BAcBAcCATCA
AB489885.1 BcE BcBAcATGA
AB489873.1 BcH BcBAcCATCA
AB489883.1 BchE BcBAcATGH
ABA4898T4.1 BCcHA BAcBAcCATCA
LT615218.1 BcE BcBAcATCA
AB436976.1 BcH BcBAcCATCA
AB489892.1 BchE BcBAcATGH
AJ306908.1 BCcHA BAcBAcCATCA
CP015646.1 BcE BcBAcATCA
AB488510.1 BcH [ [e] | G
EU105387.1 G BcE
ABA436975.1 | [e] |
AB488499.1 BAclE
AJ309189.1 [ [e] | G
FR821779.1 [ [e] | cH
CP012593.1 | [e] | |
CP012692.1 BcBACAECH
CP013955.1 BcBACAECH
CP013953.1 | e] [Ie].{ [e] ]
CP014064.1 AcBAcCABCA
LT009690.1 BcBACAECH
AP017320.1 BcBACAECH
CP010890.1 | e] [Ie].{ [e] ]
CP001844.2 AcBAcCABCA
CP001781.1 BcBACAECH
AB488501.1 BcBACAECH
AB489898.1 | e] [Ie].{ [e] ]
HE579073.1 AcBAcCABCA
HE579071.1 BcBACAECH
HE579069.1 BcBACAECH
HE579065.1 BECABGHE
HE579063.1 WEEGH BAcEEcH
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 @

1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
1029
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1
Consensus TTAGTTGAAG AAACGAAAAA AG CAGTTAAAGA AGCAGATGAT TCTTGGAAAA AGAAAACTGT

corsenator, [[TFTIERETIT FNTIAMEEIT [T L Tnon (O Co
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

CAAAAAATAC GGAGAAACTG

100

Conservation
0

iimi
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 B
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GBABGHGGTE
el || [e] [elehiil

HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1
Consensus AAACAAAATC GCCAGTAGTA AAAGAAGAGA AGAAAGTTGA AGAACCTCAA GCACCTAAAG TTGATAACCA ACAAGAGGTT

BcABAcTTcA Bc
GHGA BcABBEcTTCA Hc

[oNoNoNoNoNaNA)

corsenaton, [T TR T CEETEC AACTETOE TR e (TTAni
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

AAAACTACGG CTGGTAAAGC

100

Conservation
0

I
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1
X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1

1,440
|

[eNeNoNoNoNaNoNoNo oo oo oo oo oo o oo o o oo No N No o o NoNoNoNo oo NoNo o oo No No o oo oo o o NoNoNoNo oo Na Mo o o No o NoNo oo oo o o No oo o o oo No N No No No No o No o NoNa)
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1
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HE579061.1 [
HE579059.1
CP007657.1 - - --------
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1

CP019563.1
CP007454.1 GHGETTTGHET
Consensus TGAAGAAACA ACACAACCAG TTGCACAACC ATTAGTTAAA ATTCCACAGG GCAC----AA TTACAGGTGA AATTGTAAAA

corsenaton, [[LIETIEETT FITTTATIIETT T T PO T e T e A
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

GG
GG

GGAATATCCA

100

Conservation

0%

i
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CcP007670.1 B
cP003033.1 HElG
cP018205.1 [
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1
X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1
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06666
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06666

OO0 6O

06666
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B
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B
B
]
]
B
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 B
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HE579061.1 AE
HE579059.1 HEG
CP007657.1 - ---------
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1 ]

Consensus ACGATGGAAA ATAAAACGGT A--------- --CAAGGTGA AATCGTTCAA GGTCCC---- -GATTTTCTA ACAATGGAAC

corsenaton, [[TETTETEETIT FITIARTIIAE T I
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

AAAGCGGCCC ATCATTAAGC

100

Conservation
0

NGGGEIRTR
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 @

832

66



HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1 B 1]

CP019563.1 IGIGIGI B

CP007454.1

Consensus AATAATTATA CAAACCCACC GTTAACGAAC CCTATT-TTA GAAGGTCTTG AAGGTAGCTC ATCTAAACTT GAAATAAAAC

corsenaton, (TR Tt IaTioeTT Miae eI PRI DT CECTAr AR TR M
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HE579061.1

HE579059.1
CP007657.1

CPOO7657.10 « = = = = = == oo - N
cP016861.1 @G GBE 1252
CP016863.1 ] GBI 1251
cpPo12119.1 @G Gl 1252
CP012120.1 G 1252
CP017094 1 ] 1252
cP016858.1 BGH GBE 1252
CP019563.1 @G Gl 1528
CP007454.1 GBE 1414

Consensus CACAAGGTAC TGAATCAACG

consenaton | RIAT ANNEAEREED
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1,740 1,760 1,7Iao
1,7|20 |

HE579069.1
HE579065.1
HE579063.1

CP007670.1 H
CP003033.1 -
CP018205.1 H
AP017377.1 H
LT598688.1 H
CP007676.1 -
CP007672.1 H
CP007674.1 H
CP011526.1 H
HF937103.1 -
AP009351.1 H
CP000046.1 H
CP000253.1 H
AC025591.8 -
LT671859.1 H
CP007499.1 H
X17679.1 H
CP007657.1 -
CP014444.1 H
CP014441.1 H
CP014438.1 H
CP014435.1 -
CP014432.1 H
CP014429.1 H
CP014426.1 H
CP014423.1 -
CP014420.1 H
CP014415.1 H
CP014412.1 A
CP014409.1 -
CP014407.1 H
CP014402.1 H
CP014397.1 H
CP014392.1 -
CP014387.1 H
CP014384.1 H
CP014381.1 H
CP014371.1 H
CP014368.1 A
CP014365.1 B
CP014362.1 H
CP014376.1 H
CP009423.1 A
CP016855.1 B
CP013231.1 H
CP010300.1 H
CP010299.1 A
CP010298.1 B
CP010297.1 H
CP010296.1 H
CP010295.1 A
CP007690.1 B
CP007176.1 H
CP000730.1 H
CP000255.1 A
CP007539.1 B
CP007657.1 H
AP014921.1 H
AB436955.1 A
AB489885.1 B
AB489873.1 H
AB489883.1 H
AB489874.1 A
LT615218.1 B
AB436976.1 H
AB489892.1 H
AJ306908.1 A
CP015646.1 B
AB488510.1 H
EU105387.1 H
AB436975.1 H
AB488499.1 H
AJ309189.1 H
FR821779.1 TG -
CP012593.1 [WiCH H
CP012692.1 WTGH H
CP013955.1 THGA H
CP013953.1 TWGH -
CP014064.1 WECH H
LT009690.1 FTGHA| H
AP017320.1 WTGH H
CP010890.1 TWGH -
CcP001844.2 [MiCH H
CcP001781.1 WTGH H
AB488501.1 TEGH H
AB489898.1 TWGH -
HE579073.1 TEGH H
HE579071.1 EFGH H
fon AcH
el | -

hife] |

O0O6O6O6
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1

OO0 OO0 OO0

[aNeNoNoNoNaNn)

el ]
B
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
el |
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
el |
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
el |
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
el |
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
el |
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
el |
]
GA
B
el |
cA
GA
GA
B
cA
GA
B
BAcH
cA
Bch
B
B
|
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HE579061.1
HE579059.1
CP007657.1
CPOO7657.1 = - = = = = = = = = e o e e oo e e e oo e e e oo e e e e e o i e e e e e e o e
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CcP007454.1 i - - - GTETT BFEBATETTT ATEABBETCE TTEEBCTEAR BATTTT- - -T BATcBTETATT TETTTHAREBTT BF- - - - - - - -
Consensus TTAAAAGGTA CTCAAGGAGA ATCAAGTGAT ATTGAAGTTA AACCTCAAGC AACTGAAACA ACAGAAGCTT CTCAATATGG

I Y
[oNeNaNoNoNn)
== ===

[oNoNoNoNoNn)

corsenaton, [[TRIFRETIT. AT TIATTIOECINT AT TR P [TRAA M
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HE579061.1 EEEG - - - HGHE
HE579059.1 TEEG - - - HGA
CP007657.1 - - ----«---
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1 -

Consensus TCCG- - -AGA CCGCAATTTA

consenaten [I]  {H ALIORARIEERL)
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 B

1,820 1,840
| |
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G G
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G G
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G| G|
G G
G G
G| G|
G| G|
G G
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G G
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G| G|
G G
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G| G|
G G
G G
G| G|
G| G|
G G
G G
G| G|
G| G|
G G
G G
G| G|
G| G|
G G
G G
G| G|
G| G|
G G
G G
G| G|
G| G|
G G
G G
G| G|
G| G|
G G
G G
G| G|
G| G
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1

G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
G
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1 - -

Consensus ACAAAACACC TAAATATGTT AAATATAGAG ATGCTGGTAC AGGTATCCGT GAATACAACG ATGGAA--CA TTTGGATATG

corsenaton, [[TTTIEIETIT TR ARTETIEC ATCTIETAOTA TR AT AL A A
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HE579061.1 EBGEG
HE579059.1 HBGEGH
CP007657.1 - -« ---=---
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1 -

Consensus AAGCGAGACC AAGATTCAAT

100

conseraon [[[[ [TLL{] HOLEEEI
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cP007670.1 BECEEBTEEC BEEBBEBFCE BEE- - - - - - - - - - - - - - - - © s oo e e e e eaeo oo
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1 BE
HE579063.1 HR
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CP007670.1 - - -« - - ---
CP003033.1 - - --------
CP018205.1 - - - -------
APO17377.4 - - - === - - - -
LT598688.1 - - - - ------
CP007676.1 - - - -------
CP007672.1 - - - -------
CP007674.1 - - - -------
CP011526.1 - - -« - - - - - -
HF937103.1 - - - - - - ----
AP009351.1 - - - -------
CP000046.1 - - - - - - - - - -
CP000253.1 - - -« - -~ --
AC025591.8 - - - -------
LT671859.1 - - - - --- - - -
CP007499.1 - - - - - - ----

X17679.1 =« - - - oo
CP007657.1 - - --------
CP014444.1 - - - - - - - - -~
CP014441.1 - - - - - - - - -~
CP014438.1 - - -« ------
CP014435.1 - - - - - - ----
CP014432.1 - - - - - - ----
CP014429.1 - - - - - - - ---
CP014426.1 - - - - - - - - - -
CP014423.1 - - - - - - ----
CP0144201 - - - - - - ----
CP014415.1 - - - - - - - - - -
CP014412.1 - - - === = - - -
CP014409.1 - - - - - - ----
CP014407.1 - - - - - - ----
CP014402.1 - - - - - - - - - -
CP014397.1 - - -« -« --
CP014392.1 - - - - ------
CP014387.1 - - --------
CP014384.1 - - - -------
CP014381.1 - - -« ------
CPO14371.1 - - - - - - - - -~
CP014368.1 - - --------
CP014365.1 - - - -------
CP014362.1 - - -« ------
CP014376.1 - - - - - - ----
CP009423.1 - - - - - - ----
CP016855.1 - - - - - - ----
CPO13231.1 - - -« - - -
CP010300.1 - - - -------
CP010299.1 - - - -------
CP010298.1 - - - -------
CP010297.1 - - -« - -« --
CP010296.1 - - - - - - ----
CP010295.1 - - - -------
CP007690.1 - - - -------
CPO07176.1 - - - - - = - - - -
CP000730.1 - - - -------
CP000255.1 - - - - ------
CP007539.1 - - - -------
CP007657.1 - - -« -----
AP014921.1 - - - - - - - - - -
AB436955.1 - - - - - - ----
AB489885.1 - - - - - - - - - -
AB4BO8T3.1 - - - - - - - - -
AB489883.1
ABA489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1 - - - ---- - - -
AB436975.1
AB488499.1
AJ309189.1 - - - - - - - - - -
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 [
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[ -{e] Jufete] |
BEcATGGE

HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1
CP007454.1 - -

Consensus AAGCCATCAG AAACAAATGC ATA- -« - == mooooooooo Comoooooo ooooooeooe omoooooo oooooo----

[oNoNoNoNoNaNa)

100%
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus

=IlGllllGl CAABEBABABG 1127

100

Conservation
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CP007670.1
CP003033.1
CP018205.1
AP017377.1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444.1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP014412.1
CP014409.1
CP014407.1
CP014402.1
CP014397.1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297.1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1 @
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
CP014376.1
CP009423.1
CP016855.1
CP013231.1
CP010300.1
CP010299.1
CP010298.1
CP010297 1
CP010296.1
CP010295.1
CP007690.1
CP007176.1
CP000730.1
CP000255.1
CP007539.1
CP007657.1
AP014921.1
AB436955.1
AB489885.1
AB489873.1
AB489883.1
AB489874.1
LT615218.1
AB436976.1
AB489892.1
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1
CP012593.1
CP012692.1
CP013955.1
CP013953.1
CP014064.1
LT009690.1
AP017320.1
CP010890.1
CP001844.2
CP001781.1
AB488501.1
AB489898.1
HE579073.1
HE579071.1
HE579069.1
HE579065.1
HE579063.1
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094.1
CP016858.1
CP019563.1 B B
CP007454.1 -
Consensus - - - - TAACGT AACAACACAT GCAAATGGTC AAGTATCATA CGGAGCTCGT CCGACA-A-A A-AAGCCAAG C-AAAC-AAT

100%
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
CP016863.1
CP012119.1
CP012120.1
CP017094 1
CP016858.1
CP019563.1
CP007454.1

Consensus
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100
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1

X17679.1
CP007657.1
CP014444 .1
CP014441.1
CP014438.1
CP014435.1
CP014432.1
CP014429.1
CP014426.1
CP014423.1
CP014420.1
CP014415.1
CP0144121
CP014409.1
CP014407 1
CP014402.1
CP014397 1
CP014392.1
CP014387.1
CP014384.1
CP014381.1
CP014371.1
CP014368.1
CP014365.1
CP014362.1
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CP009423.1
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CP013231.1
CP010300.1
CP010299.1
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CP010297 1
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CP007690.1
CP007176.1
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CP007539.1
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AB436955.1
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CP007657.1
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HE579069.1

HE579065.1 G

CP007670.1 [le] |
CP003033.1 BcE G lufe] |
CP018205.1 BclE GT jule] |
AP017377.1 BcE [eful jule] |
LT598688.1 BcE G jufe] |
CP007676.1 BcE T lufe] |
CP007672.1 BclE i jule] |
CP007674.1 BcE T jule] |
CP011526.1 BcE ] jufe] |
HF937103.1 BcE T lufe] |
AP009351.1 BclE i jule] |
CP000046.1 BcE T jule] |
CP000253.1 BcE ] jufe] |
AC025591.8 BcE T lufe] |
LT671859.1 BcE T el |
CP007499.1 BcE T jule] |
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CP014444.1 BcE m ule] |
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CP010297.1 BcE ] jufe] |
CP010296.1 BcE T lufe] |
CP010295.1 BclE i jule] |
CP007690.1 BcE T jule] |
CP007176.1 BcE ] jufe] |
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HE579061.1
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CP007657.1
CP007657.1
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
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CP007670.1
CP003033.1
CP018205.1
AP017377 1
LT598688.1
CP007676.1
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CP007670.1

HE579069.1
HE579065.1
HE579063.1 B

CP003033.1 |-l
CP018205.1 BcH
AP017377.1 BGH
LT598688.1 |-l
CP007676.1 |-l
CP007672.1 BcH
CP007674.1 BGH
CP011526.1 Bc
HF937103.1 |-l
AP009351.1 BcH
CP000046.1 BGH
CP000253.1 |-l
AC025591.8 |-l
LT671859.1 BcH
CP007499.1 BGH
X17679.1 |-l
CP007657.1 |-l
CP014444.1 BcH
CP014441.1 BGH
CP014438.1 |-l
CP014435.1 |-l
CP014432.1 BcH
CP014429.1 BGH
CP014426.1 |-l
CP014423.1 |-l
CP014420.1 BcH
CP014415.1 BGH
CP014412.1 BGH
CP014409.1 |-l
CP014407.1 BcH
CP014402.1 BGH
CP014397.1 |-l
CP014392.1 |-l
CP014387.1 BcH
CP014384.1 BGH
CP014381.1 |-l
CP014371.1 |-l
CP014368.1 BcH
CP014365.1 BGH
CP014362.1 |-l
CP014376.1 |-l
CP009423.1 BcH
CP016855.1 BGH
CP013231.1 |-l
CP010300.1 |-l
CP010299.1 BcH
CP010298.1 BGH
CP010297.1 |-l
CP010296.1 AcT
CP010295.1 BcH
CP007690.1 BGH
CP007176.1 BGH
CP000730.1 AcT
CP000255.1 BcH
CP007539.1 BGH
CP007657.1 |-l
AP014921.1 AcT
AB436955.1 BcH
AB489885.1 BGH
AB489873.1 |-l
AB489883.1 AcT
AB489874.1 BcH
LT615218.1 BcE
AB436976.1 AcE
AB489892.1 G
AJ306908.1
CP015646.1
AB488510.1
EU105387.1
AB436975.1
AB488499.1
AJ309189.1
FR821779.1 Ac
CP012593.1 Bc
CP012692.1 B
CP013955.1 Ac
CP013953.1 Ac
CP014064.1 Bc
LT009690.1 B
AP017320.1 Ac
CP010890.1 Ac
CP001844.2 Bc
CP001781.1 B
AB488501.1 Ac
AB489898.1 Ac
HE579073.1 Bc
HE579071.1 B
Ac
Ac
Ac
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CP016863.1 ToTAATTCEE BERTEE- - - - -------- - -
CP012119.1 fcTBATTCEE BAETEE- - - - --------- -
CP012120.1 fcTAATTCEE BERTEE- - - - -------- - -
CP017094.1 feTBRTTCEE BERTET - - - - --------- -
CP016858.1 ToTAATTCEE BERTEE- - - - -------- - -
CP019563.1 ferAATTCEE BERTEE- - - - ------- - - -

CP007454.1
CONSENSUS == == ==="=== &= ocacocmase omommmmcas meams-ssmoca mam-scsessmos- msoe-c-a-soa o-aoeannn=

100%
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CP019563.1
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AP017377.1
LT598688.1
CP007676.1
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CP016855.1
CP013231.1
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LT598688.1
CP007676.1
CP007672.1
CP007674.1
CP011526.1
HF937103.1
AP009351.1
CP000046.1
CP000253.1
AC025591.8
LT671859.1
CP007499.1
X17679.1
CP007657.1
CP014444 .1
CP014441.1
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CP014432.1
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CP014420.1
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CP014387.1
CP014384.1
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CP014376.1
CP009423.1
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HE579061.1
HE579059.1
CP007657.1
CP007657.1
CP016861.1
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CP012119.1
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CP017094.1
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