S. agnetis NZ_CP009623.1 FeoFTET 50
S.aureus NC_007795.1 togltlt 50
S. capitis: NZ_GL545272.1 ool 50
S. caprae: GL545272.1 lufete] | 50
S. chromogenes: JMJF01000001.1 Hooll 50
S. cohnii NZ_LAKJ01000008.1 BlEt ool 50
S.equorum NZ_CAJL01000020.1 Eitlg o dl 50
S. haemoliticus: NZ_JFOJ01000002.1 Hood 50
S. hominis: NZ_AKGC01000038.1-1 oo 50
S. hyicus: NZ_CP008747.1 ookt 50
S. lugunensis: GL622351.1-1 ool 50
S. pateuri: CP004014.1 Hood 50
S. saprophyticus : AP008934.1-1 lg g 50
S. sciuri: NZ_LDTK01000063.1 ool g 50
S.simulans: KQ957512.1 LI | itl 50
S. warneri : ACPZ01000027.1-1 gg 50
S. xylosus: NZ_CP007208.1 g ool 50
S epidermidis: NZ_JZUL01000001.1-1 B gl g gog Eotd HEERg T 50
Consensus ATGATTTATG CATATATAGG TATTACAGTA TTATGGATAT TCTTATTTTG
100%
corasy [ f vy teoved I LT o TR TRl
6|D 8|0 10|0
S. agnetis NZ_CP009623.1 GE 100
S.aureus NC_007795.1 l 100
S. capitis: NZ_GL545272.1 @ 100
S. caprae: GL545272.1 B 100
S. chromogenes: JMJF01000001.1 100
S. cohnii NZ_LAKJ01000008.1 100
S.equorum NZ_CAJL01000020.1 @ 100
S. haemoliticus: NZ_JFOJ01000002.1 100
S. hominis: NZ_AKGC01000038.1-1 o 100
S. hyicus: NZ_CP008747.1 @ 100
S. lugunensis: GL622351.1-1 100
S. pateuri: CP004014.1 100
S. saprophyticus : AP008934.1-1 100
S. sciuri: NZ_LDTK01000063.1 100
S. simulans: KQ957512.1 @ 100
S. warneri : ACPZ01000027.1-1 @ 100

S. xylosus: NZ_CP007208.1 to@Eg ol
S epidermidis: NZ_JZUL01000001.1-1 [tol@goltltitt [titlo ol 100
Consensus TTATATCATT GTTGCTTCAA TTGATTTTGG TGCAGGNTTC TTTGCATTAC

corserever, [T el -] TR (O Tinel i

120 140
| |

S. agnetis NZ_CP009623.1 FTBATcchRE

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S.lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1

Consensus ATGCTAAANT AACTGGTGAA GATAAGAAAA

or Il

TAAT-CACT TAATTGAACG

o 1 OO AR e e e

160 180 200

Conservation
0%

| |

S. agnetis NZ_CP009623.1 [@

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1

S. lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1 &
Consensus TTATTTAAAT CCAGTTTGGG AAGTAACAAA TGTATTCTTT GTATTNTTCT

100%

consenaton o [l [ [T I TR (T TR TR T

®
]




S. agnetis NZ_CP009623.1 BFBFcCEBET 249
S.aureus NC_007795.1
S. capitis: NZ_GL545272.1
S. caprae: GL545272.1
S. chromogenes: JMJF01000001.1
S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1
S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S. lugunensis: GL622351.1-1
S. pateuri: CP004014.1
S. saprophyticus : AP008934.1-1
S. sciuri: NZ_LDTK01000063.1
S. simulans: KQ957512.1
S. warneri : ACPZ01000027.1-1
S. xylosus: NZ_CP007208.1 olidg
S epidermidis: NZ_JZUL01000001.1-1 llgllg gl Biitdo cEEEE 249
Consensus TTGTAGGAAT TGTTGGTTTT TTCCCNGATT CAGCTAAGTA TTTTGGAACA

100%

consanaton [ [/l | 1l [Tl TR AT

260 280 300

9
9
G
9
9
9
9
9
9

S. agnetis NZ_CP009623.1 G 299
S.aureus NC_007795.1 l 299

S. capitis: NZ_GL545272.1 299

S. caprae: GL545272.1 299

S. chromogenes: JMJF01000001.1 299
S. cohnii NZ_LAKJ01000008.1 299
S.equorum NZ_CAJL01000020.1 299

S. haemoliticus: NZ_JFOJ01000002.1 299
S. hominis: NZ_AKGC01000038.1-1 299
S. hyicus: NZ_CP008747.1 299

S. lugunensis: GL622351.1-1 299

S. pateuri: CP004014.1 299

S. saprophyticus : AP008934.1-1 299

S. sciuri: NZ_LDTK01000063.1 299

S. simulans: KQ957512.1 299

S. warneri : ACPZ01000027.1-1 299

S. xylosus: NZ_CP007208.1 g 299
S epidermidis: NZ_JZUL01000001.1-1 l 299
Consensus GTNTTANTAG TACCAGGTTC AATTGCTTTA ATTTTAATAT CAATTAGAGG

100%

consenveton (11111 ) 1 | LA T T T e O el \mgo e

320

S. agnetis NZ_CP009623.1
S.aureus NC_007795.1
S. capitis: NZ_GL545272.1

lufel B ] 349
lto @ 349
lg B 349

S. caprae: GL545272.1 349

S. chromogenes: JMJF01000001.1 lg 349
S. cohnii NZ_LAKJ01000008.1 L] B 349
S.equorum NZ_CAJL01000020.1 [#l 349

S. haemoliticus: NZ_JFOJ01000002.1 349
S. hominis: NZ_AKGC01000038.1-1 349
S. hyicus: NZ_CP008747.1 [t 349

S. lugunensis: GL622351.1-1 B 349

S. pateuri: CP004014.1 349

S. saprophyticus : AP008934.1-1 349

S. sciuri: NZ_LDTK01000063.1 l 349
S.simulans: KQ957512.1 B 349

S. warneri : ACPZ01000027.1-1 ] 349

S. xylosus: NZ_CP007208.1 Ho 349

S epidermidis: NZ_JZUL01000001.1-1 o ) 349

Consensus TAGTTTTTAT GCTTTTGAAA ATTATGGACA AGATACAAAA TTACCTTGGA

corsereter, I [\ (e KT AT \mﬂﬂ (e 0 neie T

S. agnetis NZ_CP009623.1 TGH
S.aureus NC_007795.1
S. capitis: NZ_GL545272.1
S. caprae: GL545272.1
S. chromogenes: JMJF01000001.1
S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1
S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S. lugunensis: GL622351.1-1
S. pateuri: CP004014.1
S. saprophyticus : AP008934.1-1
S. sciuri: NZ_LDTK01000063.1
S.simulans: KQ957512.1
S. warneri : ACPZ01000027.1-1
S. xylosus: NZ_CP007208.1
S epidermidis: NZ_JZUL01000001.1-1 [ ] [ ] lllllgllll
Consensus TAGTNATGTA TGGTTTNACA GGNTTATTAA TTCCAGCTTC ATTAGCAACT

Al A

360

Conser\reltlon




S. agnetis NZ_CP009623.1

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S.lugunensis: GL622351.1-1 g Boglt ool

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1

443

]|
-]
B

Consensus GCATTAACAA TTTCAGAAGG TGGCTAT--- ---ATTANTG AANCAGGTAA
consanaton, [ (11| [V TH Gl VIRl omepmArn
460 480 500

| |
S. agnetis NZ_CP009623.1
S.aureus NC_007795.1
S. capitis: NZ_GL545272.1
S. caprae: GL545272.1
S. chromogenes: JMJF01000001.1
S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1
S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S. lugunensis: GL622351.1-1
S. pateuri: CP004014.1
S. saprophyticus : AP008934.1-1
S. sciuri: NZ_LDTK01000063.1
S. simulans: KQ957512.1
S. warneri : ACPZ01000027.1-1
S. xylosus: NZ_CP007208.1
S epidermidis: NZ_JZUL01000001.1-1 lg
Consensus TCATGTTGAT TTAGATTGGG TANAATTATT ATTAAGTCCA TTTGCATGGT

100%

consenstor, [T i | [1 [t [ [ O T i D [

520
|

S. agnetis NZ_CP009623.1 [BGGHifc

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1

S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1

S. hominis: NZ_AKGC01000038.1-1

S. hyicus: NZ_CP008747.1

S.lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1 glto BooEElE 543
Consensus CAGTTGTATT TTTAGCAATT ATTTCAGTNC TATATATTTC ATCAGGATTT

100%

consenaion ||| [ [T k0l 1 Allen Tl ln [l LOOVRET el TR
5(|30 5E|30 GOIO
S. agnetis NZ_CP009623.1 [ BcBT cBFT T 596
S.aureus NC_007795.1 to g BE 593
S. capitis: NZ_GL545272.1 g 593
S. caprae: GL545272.1 (€] 593
S. chromogenes: JMJF01000001.1 g It 596
S. cohnii NZ_LAKJ01000008.1 g [l 593
S.equorum NZ_CAJL01000020.1 g 593
S. haemoliticus: NZ_JFOJ01000002.1 g 593
S. hominis: NZ_AKGC01000038.1-1 g [#l 593
S. hyicus: NZ_CP008747.1 g [l 596
S. lugunensis: GL622351.1-1 [¢] 593
S. pateuri: CP004014.1 g 593
S. saprophyticus : AP008934.1-1 g [ 593
S. sciuri: NZ_LDTK01000063.1 g [l 593
S. simulans: KQ957512.1 g 599
S. warneri : ACPZ01000027.1-1 g 593
S. xylosus: NZ_CP007208.1 g [ | # 593
S epidermidis: NZ_JZUL01000001.1-1 [ ot Eitg ol 593

Consensus TTAACATNTT ATGCTNCTAA AGCAAAAGAT AAACCAGCTT ATAATTTAAT

100%

consenaton_ [ [T BT T et 1 TETRT R el Rl et e




S. agnetis NZ_CP009623.1
S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1
S. cohnii NZ_LAKJ01000008.1

it
gg9oEEE.EE

S.equorum NZ_CAJL01000020.1 999 oEEE.EE i 643

S. haemoliticus: NZ_JFOJ01000002.1 ggggd Hod 643
S. hominis: NZ_AKGC01000038.1-1 gggolt L | 643
S. hyicus: NZ_CP008747.1 gggollg ]| i@l 646

S. lugunensis: GL622351.1-1 gglglt -] il 643

S. pateuri: CP004014.1 gggod [t 643

S. saprophyticus : AP008934.1-1 gggoll adtqd 643

S. sciuri: NZ_LDTK01000063.1 ggolid gt gt il 643

S. simulans: KQ957512.1 ggggltl Altlag il 649

S. warneri : ACPZ01000027.1-1 ggggd -] 643

S. xylosus: NZ_CP007208.1 ggggld HoditE.Ea 643

S epidermidis: NZ_JZUL01000001.1-1 ggggoBEEEE tAlt.Ettglte @ 643

Consensus AAGACAATGG TTTATNTTTT GGGGACCACC NATGATTATN ATTTCATTAT

100%

comserson, (1} [ ] ot by ) DTl {1 o 1o, T

660 680
| |

S. agnetis NZ_CP009623.1 BGH
S.aureus NC_007795.1
S. capitis: NZ_GL545272.1
S. caprae: GL545272.1
S. chromogenes: JMJF01000001.1
S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1
S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S. lugunensis: GL622351.1-1
S. pateuri: CP004014.1
S. saprophyticus : AP008934.1-1
S. sciuri: NZ_LDTK01000063.1
S. simulans: KQ957512.1
S. warneri : ACPZ01000027.1-1
S. xylosus: NZ_CP007208.1
S epidermidis: NZ_JZUL01000001.1-1 l g
Consensus TTGTATTTTT ATCATTAAGA ATACAAAATG NAGATCATTT TAATAATGCA

100%

conserason | [T EJ] il ATEA R ol TR et DL Ao

720
|

|
Bc [ 746

S. agnetis NZ_CP009623.1 Bc

S.aureus NC_007795.1 g g 743
S. capitis: NZ_GL545272.1 g g 743
S. caprae: GL545272.1 <] ] T 743
S. chromogenes: JMJF01000001.1 [ | g gltl 746
S. cohnii NZ_LAKJ01000008.1 g g gg 743
S.equorum NZ_CAJL01000020.1 g g gg 743
S. haemoliticus: NZ_JFOJ01000002.1 g g gltl 743
S. hominis: NZ_AKGC01000038.1-1 g g [t 743
S. hyicus: NZ_CP008747.1 g g 746
S.lugunensis: GL622351.1-1 g g 743
S. pateuri: CP004014.1 g g gltl 743
S. saprophyticus : AP008934.1-1 l g gg 743
S. sciuri: NZ_LDTK01000063.1 g 743
S. simulans: KQ957512.1 g ol 740
S. warneri : ACPZ01000027.1-1 Ao gltl 743
S. xylosus: NZ_CP007208.1 lg gg 743
S epidermidis: NZ_JZUL01000001.1-1 HoglflggBE o o [ 743

Consensus GTATTTAATT ATTGGTGGAT GTTTGTAATA AGTTTTATAT TTTTTTTAGT

100%

consencion. [ eIl [N olHnemetn [Vl el el el

7(|30 780 BOIO
S. agnetis NZ_CP009623.1 fcBccCABETE BEATGCARTG T 796
S.aureus NC_007795.1 BitE g ool [ 793
S. capitis: NZ_GL545272.1 793
S. caprae: GL545272.1 793
S. chromogenes: JMJF01000001.1 l 796
S. cohnii NZ_LAKJ01000008.1 [l 793
S.equorum NZ_CAJL01000020.1 793
S. haemoliticus: NZ_JFOJ01000002.1 793
S. hominis: NZ_AKGC01000038.1-1 @ 793
S. hyicus: NZ_CP008747.1 [l 796
S. lugunensis: GL622351.1-1 793
S. pateuri: CP004014.1 793
S. saprophyticus : AP008934.1-1 [ 793
S. sciuri: NZ_LDTK01000063.1 & 793
S.simulans: KQ957512.1 799
S. warneri : ACPZ01000027.1-1 793
S. xylosus: NZ_CP007208.1 gf@to gttt [ 793
S epidermidis: NZ_JzUL01000001.1-1 Boltco@itd BicE EEatoglttitE A 793

Consensus TGCAGGNGTA TTAACATTTT TTAAAAAANA TCATGGTTTA GCATTTATAA

100%

consenaton |-t ATkl (R o Tl TR




S. agnetis NZ_CP009623.1
S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1
S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1

S. lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

]
S epidermidis: NZ_JZUL01000001.1-1 [flg gl g [tolttE [tltitloBalttEt [titlooBitEEgo

8o tEEa
lllglgllll 843

Consensus TGGTAATTTT ACAAATGGTA TTTGCATTCT TTGGATATGG TATAAGTAAA

| ol T e Al \mﬂ Ml T ol T

100%

Conservation
0%

860

S. agnetis NZ_CP009623.1 FTGH

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1

S. lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1
Consensus TTACCATATN TATTATATCC ATNTGTTAAA ATTGATGATN CTGTTGTAAA

100%

consenaton [0} [ |nl [T AT W0 el . (el emer el

920
|

S. agnetis NZ_CP009623.1 B

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1
S.lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1 ag

Consensus TGATGAAATG GNATTAGCAT TAATCATTGT ATTTATTTTA GGTTTACTTT

consenason, [ finepl (1] el el1e0] ATl [T TR

9(|30 9E|30 1,00|0
S. agnetis NZ_CP009623.1 B BETFcEBBAAR 296
S.aureus NC_007795.1 g tittlcd & 993
S. capitis: NZ_GL545272.1 g 993
S. caprae: GL545272.1 g 993
S. chromogenes: JMJF01000001.1 [ | & 296
S. cohnii NZ_LAKJ01000008.1 g & 993
S.equorum NZ_CAJL01000020.1 g 993
S. haemoliticus: NZ_JFOJ01000002.1 g 993
S. hominis: NZ_AKGC01000038.1-1 g & 993
S. hyicus: NZ_CP008747.1 [ | & 296
S. lugunensis: GL622351.1-1 [¢] 993
S. pateuri: CP004014.1 g 993
S. saprophyticus : AP008934.1-1 g & 993
S. sciuri: NZ_LDTK01000063.1 g [l 993
S. simulans: KQ957512.1 g 999
S. warneri : ACPZ01000027.1-1 g 993
S. xylosus: NZ_CP007208.1 g & 993

S epidermidis: NZ_JZUL01000001.1-1 [f] o Hold llllglllll 993

Consensus TATTAATTCC ATCGTTAATA TTATTATTAA GATTATTTGT TTTCGATAAA

o [Tl T TN TR (T AT

Conservation
0%




S. agnetis NZ_CP009623.1

S.aureus NC_007795.1

S. capitis: NZ_GL545272.1

S. caprae: GL545272.1

S. chromogenes: JMJF01000001.1

S. cohnii NZ_LAKJ01000008.1
S.equorum NZ_CAJL01000020.1

S. haemoliticus: NZ_JFOJ01000002.1
S. hominis: NZ_AKGC01000038.1-1
S. hyicus: NZ_CP008747.1

S. lugunensis: GL622351.1-1

S. pateuri: CP004014.1

S. saprophyticus : AP008934.1-1

S. sciuri: NZ_LDTK01000063.1

S. simulans: KQ957512.1

S. warneri : ACPZ01000027.1-1

S. xylosus: NZ_CP007208.1

S epidermidis: NZ_JZUL01000001.1-1

Consensus
100%

Conservation
0%

GAATATGTTG AAGGNAAAAA

1020
1020
1017
1017
1020
1017
1017
1017
1017
1020
1017
1017
1017
1017
1038
1017
1017
1017
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